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CAMP-dependent protein kinase (PKA), (302) 274 
CAMP-phosphodiesterase, (314) 53 
Camptothecin resistance, (3 14) 267 
Curt&ah ensiformis. (30 1 j 3 1 Z 
Cancer chemotherapy, (308) 4 
Cancer-associated retinopathy (CAR), (302) 172 
Cundidu albicuns, (3 I 1) 5 1 
Canine prostate, (296) 215 
Ca*‘-oscillation. (303) 85 ,.~ ,~~ 
CAP-50. (305) 217 
Capilliary endothelial cell, (306) 33 
Capsid protein, (297) 81 
Capsular antigen, (297) 77 
Capsule antigen, (305) 37 
Captopril. (299) 273 
cur mutant. (306) 209 
Carbachol. (301) 181 
Carbamoylphosphate synthetase, (300) 183 
Carbamyl phosphate synthetase, (3 14) 135 
4a-Carbinolamine dehydratase, (302) 73 
Carbohydrate binding specificity, (298) 291 
Carbohydrate-binding peptide, (304) 129 
Carbon monoxide. (299) 251: (305) 171: (307) 
Carbon monoxide add&t, (3)4) 293 ~ ’ 
102 
Carbonic anhvdrase, (296) 90: (314) 232 
Carbonic anhydrase B. (3i4) 89 
Carbonyl reduction, (297) 196 
Carboxvmethvlatton. (303) 1 
Carboxypeptihase, (363) 48 
Cardiac Ca channel, (309) 343 
Cardiac glycoside. (300) 1; (303) 147 
Cardiac troponm I, (302) 133 
Cardiolioin. (310) 179: (313) 193 
Cardiordgulation; (313)‘165’ 
Ca”-regulated phosphatase, (309) 321 
Carnitine deficiency, (3 11) 63 
/?-Carotene, (306) 209 
Carotenoid, (296) 305 
Carotid body, (299) 251 
Cartilage calcification, (310) 143 
Cartilage destruction, (296) 195 
Cartilage differentiation, (299) 278 
Casein, (305) 189; (308) 149 
Casein kinase. (314) 327 
Casein kinase II, (308) 113 
Casein kinase-I. (3051121 
Casein kinase-2, (301 j 111: (305) 121; (312) 152 
Ca”-sensitive K’ channel. (301) 19 
CAT assay. (304) 98 
CAT gene, (307) 173 
Catabolism, (299) 143 
Catabolite repression, (311) 110 
Catalase, (308) 211: (309) 157: (312) 127; (314) 179; (314) 293 
Catalysis. (307) 34 
Catalytic center. (296) 37 
Catalytic mechanism, (304) 4 
Catalytic site, (298) 36 
Catalvtic triad, (309) 421 
Cataract. (307) 313:‘(314) I 
Cuthurunthus roseus, (301) 29 
Cathepsin B, (297) 112 
Cathepsin G. (306) 157 
Cathepsm L, (297) 112 
Cation binding site. (314) 301 
Cation transfer, (307) 280 
Cation-exchange chromatography, (304) 146 
Catiomc peptide, (302) 279 
Cationic surfactant, (305) 177 
Cuudal gene. (314) 163 
CCK antagonist, i307) 386 
ccsA chloroplast gene, (303) 181 
CD. (309) 92 
CD spectra. (314) 29 
cdc2, (301) 111: (306) 90 
cdc2 kinase. (299) 54 
CDC25. (307) 249 
cDNA, (300) 208: (302) 220; (305) 181; (307) 185: (309) 203; (309) 417; 
(311) 119: (313) 173; (314) 187 
cDNA clonmg. (299) 273; (300) 119; (301) 60; (301) 65; (301) 253; (302) 
141: (302)213; (303) 53: (306) 27; (308) 7; (308)283: (309) 311; (310) 
46: (311) 46; (312) 203: (312) 213; (312) 229: (314) 109: (314) 215 
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cDNA expression, (302) 21 
cDNA library, (302) 172; (304) 83 
cDNA nucleotide sequence, (309) 219 
cDNA sequence, (305) 45; (312) 37; (313) 80 
cDNA transcript, (310) 60 
CDP-diacylglycerol. (312) 236 
CdS semiconductor, (306) 125 
Cecropin A, (296) 190 
Cell adhesion, (302) 26; (307) 190 
Cell adhesion molecule (CAM), (302) 26 
Cell biosynthesis, (296) 112 
Cell culture, (311) 187 
Cell cycle, (301) 29; (302) 51; (304) 211; (306) 90; (308) 170; (310) 119; 
(311) 174 
Cell cycle control, (304) 73 
Cell cycle phase, (307) 122 
Cell differentiation, (307) 211: (307) 297; (311) 203 
Cell division, (310) 119 
Cell growth, (302) 51; (307) 211 
Cell injury, (304) 192 
Cell membrane fluctuation, (304) 32 
Cell motility, (298) 154; (307) 190 
Cell multiplication, (298) 154 
Cell proliferation, (309) 297; (311) 195 
Cell shape, (296) 297 
Cell surface antigen, (301) 207 
Cell suspension culture, (309) 3 11 
Cell swelling, (311) 241 
Cell turnover, (296) 174 
Cell volume, (304) 61; (307) 367; (311) 241 
Cell-cell fusion, (304) 221 
Cell-free system. (302) 69 
Cell-free translation. (309) 330 
Cell-growth promoting acttvity, (298) 29 
Cellobiose oxidase. (302) 77; (306) 165; (307) 233 
Cell-to-cell movement, (304) 12; (308) 231; (313) 181 
Cellular differentiation, (303) 19 
Cellular drua resistance. (314) 404 
Cellular pHr(298) 17 . 
Cellular uotake. (299) 124 
Cellulase, (300) 145; (302) 77; (305) 91 
Cellulose binding-domain, (305) 91 
Cellulose degradation, (302) 77 
Cellulosome, (304) 89 
Central nervous system, (312) 115; (314) 215 
Centrosome. (299) 23 1 
Cephalosporin, (306) 108 
Cephalosporinase, (306) 108 
Ceramide, (300) 188; (307) 211 
Ceramide metabolism, (314) 471 
c-e&A. (312) 42 
Cerebellar granule cells, (300) 188 
Cerebral ganglia. (312) 213 
Cerebroside &lfate, (311) 67 
Ceruloplasmin, Wilson’s disaese, Human bile, (298) 105 
c-fos,(296) 112;(303) 193;(311)63;(312) 179;(312) 179;(313)43;(314) 
356; (314) 399 
‘C-fractional enrichment, (303) 247 
CFIJ-E. (296) 231 
CG-and CCG DNA sequence, (300) 268 
cGMP-gated channel, (305) 174 
CGP 42112, (309) 161 
CGRP, (296) 123; (306) 229 
Chain termination, (306) 185 
Chalcone synthase, (309) 33 
Channel, (300) 219; (305) 27; (306) 5 
Channel blocker, (307) 351 
Channel formation, (307) 30 
Chaperone, (305) 203 
Chaperonin, (299) 169; (305) 147; (311) 22 
Chara. (298) 253 
Chara australis, (3 13) 28 1 
Characterization, (312) 219 
Charge separation, (297) 124 
Charomid. (307) 113 
Chemical cross-linking, (308) 133 
Chemical modification, (298) 25; (308) 62; (314) 199; (314) 481 
Chemical mutant, (312) 219 
Chemical shift, (302) 185 
Chemical shift anisotropy, (297) 292 
Chemiluminescence, (302) 2 17 
Chemoattractant receptor. (297) 275 
Chemoreceptor cell, (299) 251 
Chemotactic peptide, (304) 37 
Chemotaxis, (307) 3 
Chemotherapy, (313) 129 
Chick amniotic fluid, (296) 274 
Chick embryogenesis, (303) 185 
chicken, (306) 181; (310) 5 
Chicken embryo, (300) 123 
Chicken intestine. (313) 225 
’ Chimera, (308) 245 
Chiral synthesis, (301) 219 
Chiralitv. (310) 205 
Chirasil:LlVal; (296) 33 
Chitinase, (305) 91 
Chlamydomonas, (314) 237 
Chlamydomonas reinhardii, (300) 157 
Chlamydomonas reinhardtii, (310) 240; (314) 275 
Chlordiazepoxide, (310) 55 
Chloride, (310) 55 
Chloride transport, (311) 25 
Chlorin, (309) 157 
2-Chloroadenosine, (304) 61 
3-Chloro-anisaldehyde, (305) 220 
Chlorobium limlcola. (299) 127 
Chlorojfexus aurantiaks cell, (307) 371 
Chloroperoxidase, (305) 206 
Chlorophyll a/b-binding (CAB) protein, (314) 67 
Chlorophyll a/b-(CAB)protein, (305) 18 
Chlorophyll biosynthesis, (314) 77 
Chlorophyll fluorescence, (309) 175 
Chlorophyll synthesis, (309) 73 
Chloroplast, (300) 199; (305) 147; (306) 71; (308) 87; (308) 258; (313) 
177; (314) 232 
Chloroplast endoplasmtc reticulum, (298) 93 
Chloroplast envelope, (300) 157 
Chloroplast F, ATPase, (313) 90 
Chloroplast genome, (304) 119 
Chloroplast genome homologue, (301) 237 
Chloroplast origin, (301) 127 
Chloroplast protease, (300) 127 
Chloroplast protein import, (302) 65 
Chlorpheniramine, (305) 260 
CHO cell, (296) 241 
Cholecystokinin, (309) 47 
Cholecystokinin (CCK), (307) 386 
Cholera toxin, (296) 46; (297) 179; (300) 73 
Cholesterol, (299) 19; (314) 17 
Cholesterol efflux, (314) 199 
Cholesterol NMR, (300) 30 
Cholesterol synthesis, (306) 59 
Choline. (299) 96 
Choline’uptake, (305) 31 
Chondrocalcin binding, (310) 143 
Chondrocyte, (299) 2%; (306) 169 
Chorismate pyruvate-lyase, (307) 347 
Chromaffin cell. (298) 118: (309) 41: (313) 300 
Chromaffin granule, (297)‘302 ’ ’ 
Chromatic adaptation, (297) 19 
Chromatin, (296) 82; (302) 105; (312) 21; (313) 67 
Chromatin structure, (309) 97 
Chromatrum minurissimum, (308) 133 
Chromatofocussing, (302) 227 
Chromonranin A. 1301) 319; (314) 122 
Chromophyta, (304) ll9 ’ 
Chromosomal ocalization, (307) 318 
Chromosomal mapping, (303) 53 
Chromosome 15, (307) 116 
Chymotrypsm, (309) 219 
a-Chymotrypsin, (307) 309 
Ciliary neurotrophic factor, (314) 280 
Circular dichroism, (296) 1; (296) 103; (297) 46; (299) 66; (305) 115; 
(306) 63; (309) 258; (309) 413; (311) 217; (311) 256 
c-j~n, (311) 63; (312) 179; (312) 179; (313) 43 
Cl- current, (304) 61 
Cl- secretion, (304) 233 
CL28. (308) 258 
Class’11 aminoacyl-tRNA synthetase, (299) 85; (301) 83 
Class II MHC gene, (301) 65 
Cleavage, (297) 67 
Cleavage site, (314) 232 
Clofibrate, (308) 211 
Clonal cell, (312) 183 
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Cloning, (297) 155; (302) 161; (305) 110; (307) 224; (309) 15; (312) 66; 
(3I31 173 
Cl&i&urn botulinurn C3 exoenzyme, (297) 95 
Clostridium cochlearizuvz, (307) 144 
Clostridium dtfjczle toxin A, (298) 185 
Clostridizun thermocellum. (304) 89 
Clusterin, (300) 279 
c-met Proto-oncogene, (301) 282 
c-mye, (309) 146 
“C-NMR, (301) 73 
CO binding kinetics, (296) 184 
CO reduction, (296) 259 
Co-activator, (307) 81; (307) 245 
Coat nrotein. (307) 181 
Coat protein’+CdP, (314) 195 
Coatomer, (314) 195 
Cobalamin-dependent enzyme, (310) 167 
Cockroach, (296) 283 
Coconut endospkrm, (302) 81 
Codon context, (306) 133 
Codon usaee. (307) 173 
Codon-ant&don pairing, (3 13) 133 
Coelenteramide, (301) 197 
Coelenterazine, (301) 197 
Coeliac disease, (310) 37 
Coenzyme Bjz, (307) 144 
Coenzyme binding, (313) 229 
Coenzyme Q, (311) 107 
Co-expression, (297) 22 1 
Coiled coil, (314) 105 
Co-inducer, (298) 133 
Colchicine binding, (297) 205 
Cold. (309) 225 
Cold ~ena~uration, (309) 258 
Colicin, (298) 84; (307) 26 
Collagen, (296) 297: (299) 278; (303) 126; (307) 375; (310) 175; (311) 
7n5 ___ 
Collagen bindine. (3101 143 
Collagen biosy&esis, (303) 126 
Collagen gene exnression. (302) 231 
Collagen lattice culture, (296) 297 
Collagen synthesis, (302) 231 
Collaeen trimerization. (303) I26 
Collagen type IV, (3i2j ‘174 
Collagenase. (296) 195; (306) 169; (307) 375; (309)219: (312) 110; (313) 
59 
Collagenase inhibitor, (296) 231 
Colonic carcinoma, (297) 229 
Colamba livia, (31 I j 276 
Compartmentation, (297) 55 
Complement, (297) 70 
Complement control protein (CCP), (313) 193 
Complementary DNA, (308) 161; (309) 253 
Complementation analysis, (297) 77 
Complex. (297) 143 
Complex formation, (300) 291; (306) 243; (314) 77 
Complex I, (301) 215; (310) 179; (313) 8; (313) 80 
Complex I (bovine heart mit~hondria), (301) 237 
Compound I, (305) 206 
Compound II, (305) 206: (314) 179 
Computer assisted image processing, (299) 159 
Computer model, (301) 207 
Computer modeling, (306) 223 
Computer modelling, (306) 234; (310) 83 
Concanavalin A, (301) 3 15 
Condensing enzyme, (300) 89 
Conditioned medium, (314) 167 
Configurational entropy, (307) 10 
Confluent endothelial cell. (299) 239 
Conformation, (296) I; (297) 216; (299) 247; (307) 272; (311) 143: (311) 
217; (314) 29 
Confonnational change, (297) 179; (297) 253; (305) 81; (306) 119; (307) 
34; (309) 213; (314) 481 
Confo~ational rsoform, (307) 129 
Confo~ational search, (299) 255 
Conformational state, (301) 45 
Congemtal jaundice, (299) 183 
p-Conotoxin, (309) 253 
Consensus equence. (301) 111; (303) 64 
Conservation, (309) 29 
Conservation analysis, (304) 15 
Conserved and variable enzymes, (303) 69 
Conserved sequence motif, (298) 6 
Contact inhibition, (307) 297 
Context effect, (313) 133 
Contractility, (310) 229 
Contraction, (303) 217; (309) 261; (311) 12 
Conversion of PrF to PrP%, (307) 129 
Cooperativity, (308) 59; (314) 481 
Coordinated histidyl imidazole, (308) 264 
Copper, (306) 119; (307) 108; (309) 1’70 
CODDer DrOtein. (3141 220 
Copper&)-protein, (309) 92 
COO. (313) 118 
Cordycepin, (311) 60 
Core aldehyde, (304) 269 
Core seauence. (307) 40 
Cornitied envelope, (308) 79 
Correlation time, (297) 292 
Corrin biosynthesis, (301) 73 
COS cell, (309) 421 
COS-7, BSC-40 cells, (301) 303 
COS-7 cell, (296) 241; (311) 55; (312) 259 
Co-solvent, (312) 252 
4-Coumarate:CoA ligase, (309) 33 
Coupling constant, (305) 137 
Covafent intermediate, (310) 1 
CpG island. (309) 97 
Cizthidia fasciczdata. (301) 261 
Crosslinker, (314) 271 ’ 
Cross-linking, (298) 145; (310) 132: (311) 169; (314) 159 
Crude membrane, (305) 125 
Crustacea, (309) 219 
Crystal structure, (306) 189; (307) 253; (309) 139 
Crystallin. (311) 143; (314) 1 
&Crystallin, (311) 276 
Crystalline cellulose, (302) 77 
Crystallization, (299) 159; (302) 253; (310) 157; (311) 22 
Crystallographic binding study, (307) 34 
Crystallography, (303) 91 
Crystallography sequencing, (297) 143 
cs(ch-42) nuclear gene, (303) 181 
C-Terminal processing, (309) 371 
C-terminal region. (309) 185 
C-Termmus of actin, (297) 237 
CTPphosphocholine cytidylyltransferase, (307) 164 
C-Type natriuretic peptide, (305) 77; (308) 301 
Cu/Zn-SOD, (303) 121 
Cucumis sativzcs, (298) 223 
Cucurbzta maximu. (304) 149 
Culture, (308) 179; (313) 155; (314) 167 
Cultured cardiomy~yte, (298) 301 
Cultured cell, (299) 143 
Curcumin, (301) 195 
Cyanide, (305) 171 
Cyanide-resistant respiration, (302) 217 
Cyanobacteria, (297) 19; (303) 159; (309) 340 
cyc reconstitution, (296) 46 
cyO7, (301) 29 
Cyclic AMP, (300) 171; (302) 113; (302) 181; (304)265; (307)219; (307) 
241; (311) 71; (314) 143; (314) 246 
Cyclic dodecapeptide, (314) I87 
Cyclic GMP, (296) 254; (297) 183; (304) 265; (307) 102; (307) 287; (308) 
301, (311) 150 
Cyclic nucleotide, (311) 85 
Cyclic pentapeptide, (299) 255 
Cyclic peptide, (300) 136; (310) 83 
Cyclin degradation, j306) 90 
Cyclodextrin ~ucanotransferase, (296) 37 
Cyclodiene insecticide, (307) 351 
Cyclooxygenase, (299) 213 
Cyclophilin, (300) 286; (300) 291: (314) 37 
Cyclopyrophosphate, (298) 159 
Cyclosporin A. (300) 291: (304) 192; (304) 261: (309) 231; (313) 56; 
(3 14) 37 
Cyclosporin synthetase, (307) 355 
Cystatin, (298) 237; (299) 66: (309) 279 
Cystatin C, (300) 131 
Cystatin superfamily, (299) 48 
Cysteine. (304) 289 
Cysteine mapping, (310) 63 
Cysteine mutant, (309) 293 
Cysteine protease, (297) 112; (312) 83 
Cysteine protease inhibitor. (309) 279 
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Cysteine proteinase, (297) 100; (299) 51; (308) 305; (311) 124 
Cysteine proteinase inhibitor, (298) 237; (299) 48; (299) 66; (308) 79 
Cysteinyl residue, (297) 164 
Cystic fibrosis, (311) 25; (312) 7 
Cystic fibrosis transmembrane conductance regulator, (314) 366 
Cystic fibrosis transmembrane conductance regulator (CFTR), (3 12) 
7 
Cytidylyltransferase, (312) 236 
Cvtisus sessilifolius anti-H(O) lectin, (304) 129 
Cytochrome h,,,, (306) 143; (309) 165; (314) 419 
Cytochrome b6, (298) 33 
Cytochrome bo, (309) 127 
Cytochrome c, (297) 167; (300) 208; (301) 145; (306) 165; (308) 264; 
(314) 155 
Cytochrome c oxidase, (297) 63; (305) 171; (307) 294 
Cytochrome cd,, (314) 308 
Cytochrome o, (305) 167 
Cytochrome oxidase, (312) 71; (314) 191 
Cvtochrome oxidation. (301) 45 
Cytochrome P-450,,,,‘(296) 73; (296) 249: (300) 208; (301) 60; (303) 
109; (309) 249; (312) 252 
Cytokine, (296) 195; (301) 1; (309) 59; (309) 327; (313) 47; (314) 85; 
1714) 445 \-- ‘I .- 
Cvtokine receotor familv. (313) 255 
Cytoplasmic male steriliiy,‘(297) 159; (310) 111 
Cytoskeleton, (296) 21; (304) 198; (304) 201: (305) 197; (307) 195; (310) 
34; (311) 241; (311) 295; (314) 159; (314) 289 
Cytosol (rat liver), (314) 331 
Cytosolic Ca’+, (301) 223 
Cytosolic chloride, (303) 221 
Cytosolic factor, (302) 69 
Cytosolic free calcium, (305) 41 
Cytosohc iron, (302) 261 
Cytotoxicity, (299) 60; (299) 103; (302) 235; (313) 151 
Cytotoxity, (305) 155 
2D crystallisation, (311) 135 
D, dopamine receptor, (312) 123 
2D NMR, (296) 11; (306) 223 
3D structure, (301) 159 
Dl polypeptide, (304) 136 
Dl protein, (297) 29; (300) 5; (309) 165 
Dl-protein, (301) 246 
D2 protein, (311) 33 
Danaus plexrppus, (314) 477 
2-Dansvlammo-2-deoxv-o-aalactose. (312) 208 
dATP, (299) 143 - - 
Daudi cell, (313) 210 
dbcAMP, (312) 75 
De novo purine nucleotide synthesis, (303) 4 
Decanucleotide duplex, (311) 263 
Decay of the N intermediate, (311) 267 
Dehydrogenase differences, (303) 1 
Dehydrogenation, (311) 165 
Delayed rectifier, (301) 168 
Deltorphin, (302) 151 
Denaturation, (314) 419 
Dendrotoxin, (302) 3 1 
Denervation. (299) 15 
Denitrification, (314) 308 
Deoxyadenosine. (299) 143 
3’-Deoxyadenosine, (311) 60 
Deoxycytidine, (297) 15 1 
Dennorphin, (302) 151 
des( l-38) factor VIIa, (306) 265 
Desensitization, (302) 61 
Desferal, (313) 303 
Desferrioxamine, (302) 261 
Destructive processing, (300) 127 
Detergent, (302) 138; (309) 376 
Developing brain, (300) 247 
Development, (301) 202; (310) 162 
Developmental change, (298) 169 
Developmental regulation, (311) 124 
Dexamethasone, (301) 107; (301) 190 
Dextran sulfate, (306) 243 
DFMO, (304) 198 
d(GT), sequence, (306) 140 
Diabetes, (299) 103; (310) 51; (311) 161; (314) 1; (314) 466 
Diacyl glycerol, (307) 249 
Diacylglycerol, (299) 235; (301) 103; (307) 301; (312) 57 
Diacylglycerol kinase, (307) 301 
Diamide, (307) 313 
cis-Diamminedichloroplatinum, (307) 383 
cis-Diamminedichloronlatinum(I1). (311) 263 
Diamine oxidase activity, (307)‘ 135 \ ’ 
Dianthin 29, (297) 250 
Diaphragm, (309) 209 
di&, (312) 57 
Dichlorophenollindophenol, (306) 165 
Dictyostelium discoideum, (306) 66; (314) 49 
NJ”-Dicyclohexylcarbodiimide, (307) 280 
Diet, (301) 69 
Differential scanning calorimetry, (314) 171 
Differential screening, (312) 165 ’ 
Differentiation, (297) 59; (297) 91; (298) 74; (301) 310; (307) 190; (309) 
399: (310) 162: (311) 102: (314) 340 
Digest,‘(296) 99 . ~ ’ 
Dihvdrofolate reductase, (312) 147: (314) 33 
Dihydropyridine, (309) 343 ’ . 
1 ,CDihydropyridine, (310) 66 
5.6-Dihvdroxveicosatetraenoic acid. (304) 78 
la,25-Dihydrbxyvitamin D,, (3 13) g5 ’ 
la,25-(OH),D,, (311) 71 
Diisopropylfluorophosphate, (314) 139 
Dilauroyl-L-3-phosphatidylcholine, (309) 249 
Dilute, (311) 295 
2-Dimensional-gel lectrophoresis, (307) 215 
Dimer, (307) 34 
Dimerization, (300) 97 
5,5-dimethyl-1-pyrroline N-oxide (DMPO), (302) 261 
Dimethylsulphoxide reductase, (307) 169 
Dinitrophenylhydrazone, (304) 269 
Diphenylene iodonium, (309) 190 
Disintegrin, (309) 3 16 
Dissociation constant, (300) 157; (307) 272; (311) 213 
Distance geometry, (296) 148; (302) 97; (308) 190 
Disulfide, (310) 132 
Disulfide bond, (303) 11 
Disulfide bond formation, (303) 27 
Disulfide bridge. (301) 165: (309) 316 
Disulfide exchinge, (310) 1 \ ’ 
Disulfide exchange reaction, (302) 201 
Disulphide bridge, (297) 70; (306) 33 
Disulphide linkage, (313) 193 
2,5-Di(tert-butyl)-1,4-benzohydroquinone, (304) 109 
2,5-Di-(terl-butyl)-1,4-hydroquinone, (313) 39 
5,5’-Dithiobis(2-nitrobenzoic a id), (310) 132 
Diuretic effect, (309) 185 
Divalent cation, (313) 169 
DMDL gene, (313) 19 
DMSO, (308) 165 
DNA, (298) 97; (301) 173; (302) 105; (307) 383 
DNA binding, (299) 205; (313) 67 
DNA binding factor, (303) 117 
DNA binding protein, (298) 137; (313) 205; (314) 361 
DNA cleavage, (304) 4; (313) 303 
DNA curvature, (300) 175 
DNA damage, (307) 108; (309) 193 
DNA deletion, (297) 34 
DNA diagnosis, (306) 206 
DNA expression, (311) 119 
DNA fmgerprmting, (303) 258 
DNA fragmentation, (305) 155 
DNA gyrase, (3 12) 6 1 
DNA injection, (306) 203 
DNA mapping, (310) 46 
DNA methylation, (309) 97; (314) 13 
DNA oligomer, (309) 363 
DNA permutation, (300) 175 
DNA photochemistry, (305) 115 
DNA polymerase, (300) 141; (305) 97; (306) 185 
DNA polymerase a, (313) 31 
DNA polymerase b. (3 10) 135 
DNA polymerase I, (300) 101 
DNA repair, (314) 10 
DNA replication, (308) 240; (309) 146; (312) 143 
DNA sequence, (314) 45 
DNA structure, (301) 79 
DNA supercoiling, (312) 61 
DNA synthesis, (297) 175; (299) 235; (301) 107; (302) 243; (304) 289; 
(306) 151; (314) 289 
DNA unwinding, (308) 240; (312) 143 
DNA-binding peptide. (305) 115 
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DNA-binding protein, (299) 166; (303) 269 
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Heme oxvgenase. (307) 102 
Heme pro&n, (31 i ) 251 
Heme-nrotein. (307) 14 
Hemiprotonated, (306) 223 
Hemolysin, (307) 30 
Hemolysis, (304) 51 
Hen lysozyme, (296) 153 
Hep G2, (301) 15 
Heparin, (314) 327 
Heparin binding, (300) 241 
Heparin-binding, (307) 297 
Hepatic glucose metabolism, (301) 265 
Hepatic hemodynamics, (301) 265 
Hepatic IL-6-receptor, (297) 263; (306) 219 
Hepatic linase. (296) 237 
Hepatic nerve, (301j 265 
Hepatic oxygen sensmg, (311) 251 
Henatitis B vaccine. (3021 129 
Hepatocyte, (296) 135; (300) 179; (301) 115; (303) 205; (304) 192; (306) 
59; (311) 37; (313) 39; (313) 143; (313) 155; (314) 280 
Hepatocyte growth factor, (301) 282; (311) 17 
Hepatocyte growth factor (HGF), (297) 271 
Hepatoma, (310) 249 
Hepatoma cell, (306) 257 
Hepatoma HepG2 cell, (313) 143 
Herbimycin A, (298) 240; (3 12) 165 
Hereditary angioneurotic edema, (301) 34 
Hereditarv thrombosis. (300) 241 
Herpes simplex virus, (305) 97 
l2-HETE. (298) 249 
Heterodimkr, (310) 187 
Heterogeneity, (298) 297 
Heterologous expression, (302) 5; (302) 166; (303) 59; (303) 178; (304) 
157; (313) 71; (313) 220 
Heterometal. (303) 36 
Heteronuclear’ coupling constant, (300) 136; (302) 97 
Heteronuclear multi-dimensional NMR, (314) 413 
Heteronuclear two-dimensional NMR, (3’14) 440 
Hevein, (299) 131; (307) 389 
Hexagonal, (310) 106 
Hexagonal phase, (304) 245 
Hexamer. (300) 167 
Hexokinase, (300) 153 
Hexose transporter, (302) 166 
HGF, (301) 282 
HGF receptor, (301) 282 
Hibernation, (305) 15 
High density lipoprotein, (314) 199 
High molecular weight RNA concentration, (309) 350 
High performance liquid chromato~aphy (HPLC), (304) 146 
High pH amon exchange chromatography (HPAEC), (312) 31 
High polymes, (307) 10 
High-affinity IgE receptor, (302) 161 
High-affinity kainate binding, (307) 139 
High-affinitv untake. (300) 203 
High-density lipoprotein receptor, (303) 202 
Higher plant, (303) 109; (304) 73 
High-glucose infusion, (314) 466 
High-performance liquid chromatography, (299) 75 
Histamme, (308) 277 
Histamine release, (314) 241 
Histidine, (297) 51 
Histidine-rich glycoprotein, (296) 99 
Histone acetylahon, (2%) 82 
Histone acetyltransferase. (296) 82 
Histone dea&vlase. (296182 
Histone Hl, (306) 66, (3i3) 67 
Histone. Protamine. (302) 105 
HIT cell. (308) 249 
HIT-15, (312) 183 
68 
HIV, (300) 97; (302) 206; (302) 209; (304) 289; (306) 151; (306) 185; 
(309) 82; (310) 171 
HIV nucleocapsid protein, (311) 259 
HIV-l, (301) 23; (304) 261; (309) 235; (311) 115 
HIV-I protease. (298) 9 
HIVl-RT. (312) 249 
HIV-proteinase’precursor, (314) 449 
HL60 cell, (307) 275; (310) 260; (314) 340 
HMG-CoA reductase, (306) 59 
HML-1, (296) 25 
‘H-15N chemical shift correlation, (304) 149 
Holo-chaperonin, (299) 169 
Homeodomain, (3 14) 361 
Homeogene, (314) 163 
Homeostasis. (308) 94 
Homology, (360) 237; (307) 49; (310) 175 
Homology modelling, (3 13) 193 
Homology with Kunitz inhibitor, (309) 68 
Homophilic adhesion, (307) 361 
Homozygous mutation, (300) 241 
Hordeum vulgare, (307) 389 
Hormone response, (311) 51 
Hormone-sensitive lipase, (3 10) 197 
Hormonogenic site, (297) 266 
‘H-“P coupling, (297) 292 
HPLC, (300) 56; (308) 26; (314) 267 
HPLC fractionation, (297) 266 
HPLC of autoimmune sera, (314) 259 
HSP, (305) 51 
hsn25.‘ (309) 297 
5-HT,h‘receptor, (299) 179; (301) 303 
HTLV-I, (3 13) 47 
Human, (296) 271; (297) 34; (300) 21; (301) 319; (304) 98; (306) 54; 
(308) 116; (311) 271; (313) 270; (314) 224 
Human adult ventricular cardiomyocyte, (313) 148 
Human jl subunit, (302) 161 
Human brain, (303) 53; (304) 83 
Human cartilage, (311) 305 
Human cell, (298) 29 
Human cerebellum, (305) 160 
Human choline kinase cDNA. (304) 229 
Human chromatin, (303) 269 
Human enterocyte, (303) 202 
Human enidermal nrowth factor recentor. (3021 39 
Human erythrocytc (300) 9 1 
Human factor VII, tissue factor, (298) 206 
Human genomic imprinting, (309) 25 
Human granulocyte colony-stimulating factor. (314) 435 
Human hepatic cell, (299) 231 
Human hepatocyte growth factor, (301) 107 
Human hypothalamus and anterior mtuitarv. (298) 191 
Human kkratinocyte, (305) 241 _ _ 
Human kidney, (312) 37 
Human leukocvte. (297) 139 
Human liver, (jl2)‘31 ’ 
Human lung tumor. (300) 82 
Human lys&yme, (3 11) 226 
Human malaria, (300) 77 
Human malaria oarasite. (312) 91 
Human PACAP: (298) 49’ ’ 
Human pancreatic lipase active-site serine. (299) 111 
Human placenta, (3 12) 3 1 
Human platelet, (304) 78 
Human platelets, (298) 173 
Human renal adenocarcinoma (ACHN) cell, (314) 395 
Human renin, (300) 301 
Human serum transthyretin, (297) 253 
Human skin fibroblast. (301) 107 
Human synoviocyte, (303) 77 
Human type X, (311) 305 
Hybrid protein, (306) 262 
Hybridization, in situ, (303) 185 
Hybridoma, (3 13) 295 
Hydatidiform mole, (309) 25 
Hydra, (309) 288 
Hydrogen exchange, (307) 343 
Hydrogen peroxide, (307) 108; (311) 165; (312) 71 
Hydrogen potassium adenosine triphosphate. (299) 159 
Hydrogenase, (298) 65; (306) 125 
Hydrogenase subunit, (309) 371 
Hydrolysis, (300) 145 
3’ Hydrolysis, (297) 201 
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Hydroperoxidase, (309) 157 
Hvdrooeroxide. (310) 106 
Hydrophobic interaction chromatography, (314) 267 
Hydrophobic segment. (311) 217 
Hydrostatic pressure, (301) 299 
38-Hydroxy-5-cholenoic acid. (296) 73 
3$Hydroxy-5-cholestenoic acid, (296) 73 
I-Hydroxybenzoate polyprenyl transferase, (307) 347 
2-Hvdroxvbutanoic acid. (301) 219 
26-Hydroxy-cholesterol,‘(296)‘73? 
6-Hydroxydopa, (301) 253 
Hydroxyl radical, (307) 102; (307) 108; (309) 193 
7a-Hydroxylase, (296) 73 
21 -Hydroxylase, (309) 51 
Hydroxylation, (303) 109 
Hydroxymethylglutaryl coenzyme A reductase. (306) 209 
2-Hydroxypentanoic acid, (301) 219 
4a-Hydroxy tetrahydrobiopterin, (302) 73 
3a-Hydroxysteroid ehydrogenase, (297) 196 
4-Hydroxyproline, (314) 220 
5_Hydroxytryptamine, (296) 201 
Hydroxyurea, (297) 15 1 
Hyperammonemia, (296) 67 
Hyperline shift, (310) 71 
Hyperlipidemia, (310) 273 
Hyperphenylalaninemia. (302) 73 
Hyperpolarization, (304) 124 
Hypertension. (3 13) 160 
Hyperthyroidism, (310) 101 
Hypertonic, (311) 241 
Hypocalcemia, (301) 277 
Hypolipidemic compound, (309) 37 
Hypolipidemic drug, (300) 89 
Hypotensive drug, (297) 4 
Hypotonic, (311) 241 
Hypoxanthine, (308) 165 
Hysteresis, (302) 197 
Identification, (314) 381 
IGF-II, (309) 25 
IL-1 receptor antagonist, (310) 60; (310) 63 
IL-la, (298) 240 
IL-6, (302) 35 
IL-6 receptor, (302) 35 
IL-8 dimer, (305) 241 
Imidazole, (296) 300 
Immediate hypersensitivity, (314) 229 
Immobilised metal affinity chromatography, (302) 227 
Immune response, (314) 455 
Immune system, (314) 351 
Immunoblotting, (296) 46; (299) 99; (303) 103; (312) 15 
Immunocytochemistry, (302) 172; (310) 273; (312) 15 
Immunofluorescence. (299) 99 
Immunoglobulin assembly; (307) 71 
Immunoglobulin E, (303) 164; (314) 229 
Immunoglobulin E peptide fragment, (314) 229 
Immunoglobulin heavy chain, (307) 71 
Immunoglobulin light chain, (307) 71 
Immunoglobulin superfamily, (302) S 1; (307) 361 
Immunohistochemistrv. (299) 69 
Immunophilin. (302) 69 
Immunosuppressant, (308) 309 
Immunosuppression, (314) 37 
Immunosuppressive domain. (305) 181 
lmpatiens necrotic spot virus, (306) 27 
Import receptor, (306) 71; (310) 265 
In situ hybridization, (297) 257; (299) 69; (302) 279: (309) 203 
in vitro mutagenesis, (299) 267 
In vitro refolding, (305) 177 
In vitro transcript, (313) 181 
In vitro translation. (309) 20 
In vivo RNA folding, (297) 201 
Inactivation, (306) 95 
Inactivation kinetics, (302) 21; (309) 253 
Inactivation peptide, (299) 146 
Inactive nrotease, (296) 163 
Inclusion body, (305) 177; (307) 20 
Indomethacin, (310) 17 
Inducible. (308) 22 
Induction, (303) 109 
Infection. (299) 96 
Inflammation. (300) 21; (309) 327 
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Infla~atorv arthritis. (311) 71 
Inflammatory fluid, (314) 117 
Influenza haemagglutinin, (311) 221 
Influenza M2 protein, (3 11) 256 
Infrared spectroscopy, (299) 247 
Inhibition, (296) 201; (300) 251; (306) 46 
Inhibition by Ro31-8959, (314) 449 
Inhibition of replication, (302) 209 
Inhibition of serine protease, (297) 124 
Inhibitor, (298) 9; (302} 181; (304) 149; (314) 327 
Inhibitor of gap junction, (301) 265 
Inhibitor of integrin, (309) 316 
Inhibitor-2, (305) 121 
Inhomogeneous kinetics, (3 10) 211 
Initiation, (308) 240 
Initiation complex, (3 11) 199 
Initiation-promotion coupling, (314) 17 
Initiator tRNA, (297) 226 
Inorganic pyrophosphatase, (308) 62 
Inositol 1,4,5&isphosphate, (307) 249 
Inositol 1,4,5-trisphosphate 3-kinase, (296) 225 
Inositol phosphate, (296) 57; (296) 225 
Inositol trisahosohate. (298) 173: (301) 181: (302) 243 
INRI-G9, (312).183 ’ ’ . ’ 
Insect ceil, (299) 283 
Insect midgut, (300) 119 
Insect neuropeptide, (313) 165 
1,4,5-InsP,, (304) 124 
InsP,-induced Ca2+ release, (309) 180 
Insulin, (296) 41; (301) 69; (301) 115; (302) 113; (303) 205; (307) 379; 
(308) 38; (309) 209; (311) 55; (311) 231; (311) 241; (314) 246 
Insulin gene, (301) 79 
Insulin gene linked polymo~hic region, (301) 79 
Insuhn receptor, (296) 41; (309) 153: (314) 72 
Insulin secretion, (311) 85 
Insulin-dependent diabetes mellitus, (308) 249 
Insulin-like growth factor, (298) 285 
Insulin-like arowth factor bindina nrotein-1. (3071 379 
Insulin-like growth factor binding protein-21 (303j 205 
Insulin-like growth factor I, (309) 209 
Insulin-like growth factor 11,‘(307) 379; (309) 209 
Insulin-like growth factor-l, (304) 41 
Insulin-secreting cell, (296) 287 
Intact chloroplast, (300) 5 
Integrin, (296) 25; (298) 249 
Interaction, (298) 44 
Interferon, (300) 162; (312) 87; (313) 210; (313) 255 
Interferon ~2, (296) 271 
Interferon receptor, (313) 255 
Interferon-~, (310) 17; (310) 260 
Interleukin, (304) 261; (309) 330 
Interleukin 2, (301) 310 
Interleukin 6, (311) 271 
Interleukin 8, (307) 97 
Interleukin I receptor, (302) 51 
Interleukin-1. 12961 95: (301) 190 
Interleukin-1, ktTI20 cell, (298) 100 
Interle~in-lo, (299) 103; (303) 7’7; (304) 69; (308) 249 
Interleukin-2 receptor, (304) 141 
Interleukin-2 receptor ,5 chain, (310) 22 
Interleukin-4, (302) 231 
Interleukin-6, (297) 263; (298) 165; (298) 229; (301) 1; (306) 219; (306) 
257; (306) 262: (314) 280 
Interleukin-6 (IL-&, (313) 143 
Interleukin-6 mduction, (302) 235 
Interleukind recentor. (3061262 
Interleukin-8, (309) 327‘ ’ 
Interleukin-8 receptor, (305) 241 
Intermediate filament, (302) 239; (309) 111 
Intermediate filament protein, (302) 177 
Intermembrane interaction. (3131 169 
Intermembrane space, (297) ‘55 ’ 
Intermolecular disulfide-bonded imer, (304) 41 
Intem~ization, (300) 13; (306) 219 
Intestine, (301) 202 
Intracellular, (296) 225 
Intracellular Ca”. (301) 19: (3041 61 
Intracellular Ca2+‘transpo& (296) 287 
Intracellular calcium, (2961 245: (3011 53 
intracellular free Mg2’, (297) 132 ’ 
Intracellular ion concentration, (306) 239 
Intracellular pH, (307) 367 
Intra~ell~ar transport, (307) 87 
Intramembrane particle, (314) 404 
1,3-Intra-strand cross-link, (311) 263 
Intrinsic factor receptor, (297) 229 
Intrinsic protem fluorescence, (306) 265 
Intron, (304) 252 
Intron location, (312) 105 
Invertase, (305) 203; (309) 283 
Invertebrate, (307) 351; (309) 219 
Invertebrate neuropeptide, (313) 165 
Invertebrate vision. (312’1241 
Iodination, (297) 266 ’ 
m-Iodobenzvlauanidine. (313) 39 
Iodothyronmedeiodinasd, (310) 5 
Ion block, (298) 253 
Ion channel, (296) 169; (299) 119; (302) 81; (304) 216; (306) 41; (306) 
251; (308) 87; (311) 81; (311) 246; (311) 256 
Ion pump, (300) 1; (314) 97 
Ion-channel, (310) 55 
Ionic bridge, (302) 57 
Ionic channel, (310) 162; (313) 12 
Ionization state of peptide, (298) 188 
Iron. (307) 108 
Iron.bindhg, (298) 215 
Iron (III) monomer, (302) 108 
Iron (III) oxo-bridged dimer, (302) 108 
Iron metabohsm, (303) 210 
Iron overload, (303) 210 
Iron release, (303) 154 
Ironsulfur cluster, (313) 8 
Iron-sulfur protein, (298) 65; (301) 132 
Iron-sulphur flavoprotein, (308) 271 
Irreversible inhibitor, (299) 51 
Ischaemia, (302) 261 
Ischemia, (310) 255 
Islet cell, (313) 56 
Islet-activating protein, (300) 73 
Islets of Langerhans, (296) 69 
Isoelectric focusing, (306) 157 
Isoenzyme, (297) 135; (300) 259; (300) 283; (304) 114; (314) 58 
Isoform, (297) 91; (298) 74; (302) 159 
d2 Isoform, (303) 147 
Isoforms, (312) 75 
Isolated cardiac myocyte, (314) 72 
Isolated henatocvte. (3111 241 
Isolated organelle, (3b4) 285 
cis-truns Isomerase, (300) 286 
cis-truns Isomerization, (296) 90 
Isoprenoid turnover, (3 13) 118 
Isoproterenol, (300) f71; (307) 333; (313) 151 
l -(5-Isoquinolinylsulfonyl)-2-methylpiper~ine, (303) 19 
Isotope labeling, (303) 129 
Isozyme, (300) 153; (312) 37 
Isozymes, (298) 297 
Japanese variant, (308) 35 
Jasmonate, (309) 33 
Jelly coat egg, (298) 39 
Jellyroll protein, (308) 1 
jan-B, (313) 43 
Jurkat, (303) 229 
K’, (307) 280 
K’ channel, (298) 253; (302) 31 
K’ current. (299) 251 
80 K phos~~ory~ation, (297) 175 
Kainate. (297) 257 
Kainate receptor, (311) 285 
Kallikrein, (309) 405 
Kallikrein-bindina orotein. (3091 405 
22 kDa polypeptide gene, (314) 61 
30-kDa nrotein, (313) 181 
9 kDa motein. (3011’145 
Kemptfde, (30i j 1Sd 
Keratan suluhate, (312) 47 
7-Ketocholesterol, (304) 269 
a-Ketoglutarate dehydrogenase, (303) 197 
Kex2 endoprotease, (304) 41 
Kidney, (300) 247 
Kidney membrane, (309) 303 
Kinase C, (297) 285; (303) 229 
Kinetics, (307) 14; (311) 107; (314) 191 
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Lipid /&oxidation, (310) 273 
Lipid peroxidation, (298) 269; (304) 192; (307) 102; (307) 267: (313) 
62 
Lipid transfer, (296) 179 
Lipid transfer protein, (3 11) 119 
Lipocalin. (314) 386 
Lipocortin, (306) 85 
Lipogenesis, (311) 231 
Lipolysis, (3 11) 23 1 
Lipopolysaccharide. (299) 36; (308) 22 
Lipoprotein lipase, (298) 36 
Lipoprotein receptor, (313) 198 
Liposome, (296) 7; (302) 138; (306) 251; (308) 133; (3 12) 255; (3 13) 169 
Liposome fusion, (300) 2 19 
Lipoteichoic acid. (297) 183 
Lipoxin, (304) 78 
Lipoxygenase, (298) 223; (298) 249; (299) 213 
Lipoxygenase-1, (309) 225 
l%Lipoxygenase, (304) 78 
Lipoxygenase-2, (309) 225 
Liquid chromatography - mass spectrometry. (304) 269 
N-Lissamine rhodamine, (314) 471 
Liver, (296) 41; (301) 115; (302) 197; (304) 24; (306) 273; (308) 211; 
Kinin generation, (308) 315 
Klenow fragment, (300) 18 
L6 muscle cell, (298) 285; (301) 94 
L7/Ll2 protein, (313) 232 
a-Lactalbumin, (297) 13 
B-Lactamase, (299) 135; (304) 103; (306) 108; (314) 89 
Lactase-phlorizin hydrolase, (300) 183; (301) 202; (313) 265; (313) 270; 
(314) 224 
Lactase-phlorizin hydrolase biosynthesis, (3 13) 260 
Lactase-phlorizin hydrolase processing, (3 13) 260 
Lactate dehydrogenase, (301) 219 
Lactococcus lads, (306) 9: (3 14) 139 
Lactoferrin, (298) 195 
i%Lactoglobulin B, (309) 258 
,&Lactoglobulin, (305) 189 
Lactotransferrin. (298) 195 
LAK cell, (300) 13 
Lamellar, (310) 106 
Lamin A, (312) 165 
Laminin, (298) 182 
LA-N-2 cell, (296) 166 
Lanthanide. (314) 130 
Lanthamde’ibn, (297) 179 
Lantibiotics, (300) 56 
r.-Arginine, (307) 102; (309) 402 
Laser desorption. (308) 149 
Latrotoxin, i300) 2 19 
Laurie acid o-hydroxylation, (310) 193 
LDH-B. (299) 231 
Lead nitrate, (310) 135 
Leader peptidase, (299) 243 
Leader sequence, (307) 185 
Leber’s hereditary optic neuropathy, (314) 251 
Lecithin:cholesterol acetyltransferase (LCAT) deficiency, (309) 307 
Lectin, (298) 291; (299) 131; (305) 129: (307) 283; (314) 430 
Leech, (296) 145 
Legume lectin, (301) 315 
Leishmania mexicana, (3 11) 124 
Lens, (311) 143; (314) 1 
Lens crystallin, (301) 219 
Lens culinaris, (301) 253 
Lens culture, (307) ‘3 13 
Leucine, (300) 254 
Leucine zipper, (298) 233; (299) 36 
Leucine-responsive regulatory protein, (300) 254 
Leu-enkephalin, (298) 188 
Leukemia inhibitory factor, (314) 280 
Leukemic, (300) 105 
Leukocvte. (302) 279 
Leukoc$te%dothelial cell adhesion molecule, (307) 283 
Leukotriene, (309) 353 
Leukotriene A, hydrolase, (299) 273; (309) 353 
Lewis lung carcmoma, (298) 249 
Lewis X antigen, (298) 39 
Lewis Y antigen, (298) 39 
LHCII kinase. (298) 33 
Ligand binding,. (298) 97; (299) 197; (307) 66; (314) 486 
Ligase detection reaction, (303) 53 
Light harvesting complex, (309) 175 
Light scattering. (300) 49 
Light-chains. 1310) 132 
Light-harvesting antenna, (305) 18; (307) 371 
Light-harvesting complex, (311) 128 
Light-regulated synthesis, (300) 5 
Light-sensitive mutant, (310) 246 
Lignin degradation. (299) 107; (305) 220 
Lignin peroxidase, (311) 165 
Ligninase, (299) 107 
Limicolaria kambeul, (309) 123 
Linear dichroism, (3 14) IO 
N-Linked carbohydrate chain, (314) 389 
N-linked glycoprotein. (306) 33 
Linker histone, (306) 63 
Linker polypeptide, (297) 19 
Lipase (EC 3.1.1.3) (301) 258 
Lipase structure, (3 11) 281 
Lipid, (303) 233; (305) 197 
Lipid A. (314) 125 
Lipid bilayer. (296) 169; (306) 41; (311) 246; (313) 12 
Lipid binding, (314) 203 
Lipid body, (298) 223 
(310) 60 
Liver fibrosis, (308) 267 
Liver gene expression, (301) 1 
Liver mitochondria, (303) 103 
Liver perfusion, (301) 265 
Liver phagocytosis, (296) 174 
LMl, (314) 53 
Local anesthetic, (304) 273 
Loligo forbesi, (3 12) 241 
Long-range electron transfer. (296) 141 
Looping. 7307) 245 
Lovastatm, (306) 209 
Low density lipoprotein, (309) 135 
Low density lipoprotein receptor-related protein, (305) 129 
Low a,,+, (296) 77; (306) 199 
Low pOz, (299) 251 
Low temperature, (301) 45 
Low temperature comnartment. (310) 223 
Low water system, (367) 309 ’ \ ’ 
Low-density lipoprotein (LDL), (303) 154 
Low-frequency stimulation, (310) 129 
Low-temperature, (307) 14 
Ipp deletion mutant, (311) 311 
L-protein, (300) 219 
LPS-binding protein. (296) 283 
/rp, (300) 254 
Isp gene, (299) 80 
LTA, hydrolase, (297) 139 
[‘HILTA covalent coupling, (297) 139 
Luciferase, (307) 241: (310) 148; (314) 33 
Lumican, (3 12) 47 
Lung, (296) 158 
Lung cancer, (305) 228 
Lung surfactant, (307) 164 
Luuinus albus, (303) 233 
Lu-XC, (302) 247 
Lycopersicon, (305) 18 
Lvcooersicon esculentum. (306) 103 
L:vmhaea stagnaiis, (307j 351;‘(312) 213; (314) 215 
Lymphoblastoid cell, (305) 155 
Lymphocyte, (296) 117; (296) 271; (297) 59; (297) 151: (300) 13; (301) 
53; (302) 206; (303) 242; (303) 251; (305) 197; (309) 82; (312) 179; 
(314) 23 
Lymphotoxin, (314) 85 
Lysis protein, (298) 84 
Lysophospholipase, (296) 237 
Lysosome, (301) 231; (302) 18 
Lysozyme, (303) 1 I
<vsU, (300) 254 
Lysyl-tRNA synthetase. (300) 254; (314) 256 
Ml3 bacteriophage, (301) 322 
M 13 mimsatellite. (303) 258 
Machine learning. (297) 241 
a>-Macroglobulii receptor, (305) 129 
a-Macroglobuhn, (313) 198 
a2-Macroglobuhn. (308) 50 
Macropain, (304) 57 
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Macrophap, (298) 17; (309) 135; (311) 71; (313) 56; (313) 285; (314) 
458 
Magnesium, (297) 132 
Margin deficiency. (3 11) 187 
Magnesium influx, (j67j 33j 
Magnetic circular dichroism, (307) 169; (307) 233; (309) 157 
Magnetic su~ptibility~ (301) 177 
Maize, (302) 86 
Major hist~mpatibility complex, class I, (303) 224 
Malaria, (31 I) 231 
Mali~an~, (307) 283 
Mali~~t hyperthermia, (298) 277; (301) 49 
MalK, (303) 41 
Malonates, (298) 123 
Malonyi transacylase, (299) 262 
Malonyl-CoA, (299) 262 
Maltodextrin, (300) 33 
Maltooligosa~ha~de, (3 IO) 216 
Maltose, (300) 33 
Maltose transport, (303) 41 
Mammal, (298) 219; (309) 337 
Mammalian, (306) 9 
Ma~alian expression, (299) 23; (31Of 115 
Mammary gland, (305) 18Q 
~~a, (3~) 119 
Manganese, (298) 199 
Manganese deficiency, (310) 249 
Manganese limitation, (313) 8 
Manganese peroxidase, (299) 107 
Manganese-depletion, (297) 51 
M~gane~-iuhjbit~ peroxidase, (299) 107 
a-Mannan, (309) 119 
Minor-~pbosphate, (302) 197 
MAP kinase, (313) 307; (314) 315; (3l4) 461 
MAP kinase activator, (310) 41 
MAP kinase kinase. (3061 17 
MARCKS protein, ‘@97)~285 
Marfan syndrome, (307) 116 
Marine aiga, (309) 233 
Mass spectrometry, (296) 33; (296) 99, (297) 147; (299) 75: (307) 263; 
(308) 101; (308) 149; (309) 170; (309) 371; (313) 18s; (314) 381 
Mast c&f, (307) 147; (310) 123 
Mastopar~, (305) 237 
Mastoparan and analogues, (307) 275 
Matrix metalloprote~nase, (3 10) 175 
Maturation, (307) 62: (3131 270 
MBP/MAPi kin&e, iill) \95 
MC3T3-El, (314) 356 
MDCK cell, (300) 227 
MDCK c&Is, (308) 14 
MLV& (304) 233 
mdr-1, (301) 37; (301) 3@7; (308) 175 
Me*’ affinity, (308) 62 
mecA, (298) 133 
Mechanical activity, (301) 94 
Mechanism of activation, (307) 81 
Medaka, (314) 176 
Mediator, (307) 245 
Melanocyte simulating ho~one, (309) 417 
a-Melanocyte stimulating hormone, (304) 114 
M~anogenesis, (302) 126; (304) 114 
Melanoma cell, (304) 114 
Melanoma cell antigen, (298) 215 
Melanotransfe~in, (298) 2 1 S 
Melanotroph, (303) 221 
Melittia, (2%) 190: (3091235 
Melting t&np&atu& T,; (31 l) 263 
Membrane, (296) 158; (306} 75; (311) 217 
Membrane capacitance, (303) 221 
Membrane curvature, (304) 32 
Membrane enzyme, (305) 213 
Membr~e fluiditv. 1300) 263: I3051 197 
Membrane fusion: ijO2) 284; (3b4) i21; (305) 185; (311) ISS; (31 I) 221 
Membrane ~m~no~Iob~in. (3101201 
Membrane insertion, (307) L&i‘ . 
Membrane permeabiiity, (303) 265 
Membrane potential, (308) 197 
Membrane protein, (296) 29; (303) 141; (304) 167; (309) 203 
Membrane solubilization, (302) 138 
M~brane tr&ic, (307) 93; (310) 223 
Membrane transport, (301) 299; (314) 45 
Memb~ne vesicle, (299) 99 
Membr~e-ass~iat~ protein, (313) 19 
Membr~-Lund orotease. f3W 127 
Membr~e-de~v~oli~osa~h~~e, (304) 216 
Mercaptan, (300) 251 
Mercurial, (297) 164 
Mercurial activation, (298) 280 
Merozoite surface motein. ~3~~ 77 
Mesangial cell, (3ob) 259; @01)‘190 
Mesothelial cell. Q98) 21 
Messenger RNA,‘(3dl) 69 
Mes~ergine* (307) 324 
Metabolic labelling, (305) 147 
Metabolic zonation, (311) 251 
Metal incorporation, (306) 119 
Met& ion, (296) 99 
Metal ion titration, (311) 259 
Metal-adulation, (303) 159 
Metalloendo~ptida~, (309) 303; (312) 1 IO 
Metalio~otida~. (3051 55 
Metallo-~~hy~~, ‘(30$242 
Metallowotease remtlation. i296) 195 
Metalloprotein, (2g6) 99; (jd9) l?O; (311) 259; (312) 219 
Metalloproteinase, (305) 86; (313) 143; (314) 386 
Metalloproteinase inhibitor, (296) 231 
Met~~othionein, (306) 169; (310) 75 
Metal-tolerance, (303) 159 
Metaphase chromosome, (297) 43 
Metastasis. (308) 46 
Metastatic suppressor gene, (309) 358 
Metazoan evolution, (309) 123 
Methane monooxyg~~e; (307) 257 
~et~no&acter~ t~e~~~~totr~~~i~~ (298) 65; (314) 440 
Metb~oge~esis, (300) 193 
Methanogenic arcbaea, (309) 78; (314) 440 
Methanogenic bacteria, (298) 65 
~e~~no~ff~~~~i~~ hdflpt&s, f300) 193 
~et~nos~rc~ barker& (314) 207 
Methemoglobin formation inhibition, (301) 195 
Me~cil~n resistance, (298) 133 
Methotrexate, (308) 113; (312) 147 
Methylamine oxidation, (306) 23 
~-Methyl-D”aspa~ate r ceptor channel (300) 39 
~~Metbyl-D-~partate, (313) 34 
3-@Methylglucose transport, (307) 379 
~-Methylproline, (297) 216 
2’.O-Methyl RNA probe, (302) 155 
Metyrapone, (297) 196 
Mevalonate, (306) 209; (313) 118 
Mevalonic acid, (297) IO3 
M$+ bfock, (300) 39 
MC transport, (296) 135 
MGBG, (304) 198 
M.HhaI methvia~. (3131243 
M.HpaII methylask,‘(3lj) 243 
Micellar enzymology, (309) 330; (311) 209 
Micelle, (300) 30; (308) 190 
Michaelis-Ment~ kinetics, (302) 65 
Microbus, (303) 113 
Micr~ir~ula~on, (304) 32 
Micrococnrs ~s~e~ti~, (3 12) 127 
Microglia, (308) 179; (314) 167 
Microglial cell, (307) 329 
rz,-Microdobulin. (2981 165 
~~-Micro~fobuli~~~la~d protein, (314) 386 
Microiniection. (307) 156 
Micro~uenci~~ (2%) 300 
Microsome, (302) 197; (303) 109; (310) 193 
Microsvhere. (305) 62 
Microt;bule, (2QQj 54, (307) 199 
Microtubule associated protein (MAP 2), (302) 274 
Microtubule stability, (299) 10 
Microt~bule-~s~iat~ protein, (304) 12; (308) 218 
Microtubule-associated protein tau, (300) 199; (312) 9.5 
Mifep~stone, (308) 137 
NIGI, (311) 110 
Milk. I3051 265 
Milk’~om~sjtion, (297) 13 
Mimicry, (311) 115 
Mineralocorticoid, (314) 237 
Minisatellite, (307) 113 
Minor-groove width, (298) 97 
~-inte~~iate, (313) 248 
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Mirrored seauence. (297) 233 
Mismatch pAmer, (314) 251 
Mitochondria, (302) 217; (303) 190; (304) 273; (304) 277; (312) 236; 
(313) 2; (313) 39; (313) 314; (314) 191; (314) 264 
Mitochondrial afp6, (310) 111 
Mitochondrial cytochrome P-450~linked monooxygenase, (301) 132 
Mitochondrial DNA, (296) 311; (297) 34; (299) 218; (314) 251 
Mitochondrial fatty acid synthesis, (3 10) 179 
Mitochondrial genome, (297) 159 
Mitochondrial group I intron. (305) 225 
mitochondrial import, (299) 267 ’ 
Mitochondrial outer membrane, (310) 265 
Mitochondrial respiratory chain, (303) 73 
Mitochondrion, (299) 218; (301) 215; (304) 285; (305) 147; (307) 267 
Mitoaen, (301) 155 
Mitogen activation, (296) 117 
Mitogen stimulation, (306) 1 
Mitogen-activated protein kinase, (310) 41; (312) 95 
Mitogen-activated protein (MAP) kinase, (308) 183 
Mitoaenic activitv. (308) 30 
Mitogenic signal;(301) 282 
Mitosis, (310) 119; (312) 21 
MK-801;(296) 67 
Mn-SOD, (303) 121 
Mn”-suoeroxide dismutase. (310) 249 
Mobility, (298) 226 ’ ’ 
Mobility shift assay, (298) 203 
Modified nucleoside, (314) 381 
Modified nucleotide, (302) 1 
Molecular chaperone, (3 11) 22 
Molecular cloning, (304) 170; (312) 115; (312) 241 
Molecular conformation. (307) 253 
Molecular diversity, (313) ‘34 
Molecular dynamics, (299) 255; (305) 105 
Molecular hvbridization. (297) 233 
Molecular mass, (308) 1% ’ 
Molecular mechanics. (310) 27 
Molecular modeling, (296)‘l; (302) 97 
Molecular modelling, (303) 224; (304) 4; (305) 55; (314) 440 
Molecular recoanition. (298) 145 
Molecular repI&emenf,‘(30l) 159 
Molecular weight determination. (313) 51 
Mollusca, (3095 123 
Molluscan hemoglobin, (3 14) 48 1 
Molluscan muscle. (309) 321 
Molten globule, (367) l&(307) 26; (314) 89 
Molten globule state, (308) 146 
Molybdenum, (307) 169 
Molybdenum cofactor, (307) 162 
Molybdopterin, (307) 162 
Momordica charantia. Linn. trypsin inhibitor-A, (297) 143 
Monellin, (3 10) 27 
Monitor peptide, (307) 386 
Mono ADP-ribosylation, (314) 322 
Monoclonal antibody, (296) 271; (304) 24; (307) 71; (309) 358 
Monocyte, (302) 206; (314) 455 
Monocytic cell. (302) 209 
Monocytic leukemia cell, (309) 399 
2-Monopalmitoylglycerol, (310) 197 
Monosaccharide binding. (312) 208 
Monovalent lectin, (306) 176 
Mosaic protein, (300) 237; (302) 247; (307) 49 
Mossbauer spectroscopy, (301) 177 
Mougeotza, (310) 219 
Mouse, (302) 43; (308) 50; (308) 211; (311) 290 
Mouse lung, (313) 173 
Mouse splenocyte, (304) 198 
MRF4, (299) 15 
mRNA, (301) 291; (302) 43; (302) 172; (303) 121; (306) 169; (309) 37; 
\3$) 130; (309) 153; (310) 101; (310) 255; (311) 199; (312) 53: (313) 
mRNA cap binding protein, (301) 15 
mRNA exoression. (314) 163 
mRNA half-life, (313) 23 
mRNA level, (307) 386 
mRNA stability, (314) 366 
mRNA transcript, (314) 366 
a-MSH, (296) 87 
MSS spectroscopy, (303) 247 
M.SssI methylase, (313) 243 
Mucin, (298) 39 
Multicatalytic proteinase, (300) 49; (301) 65; (304) 57 
Multidomain enzyme, (307) 40 
Multi-drug resistance, (301) 37; (301) 307; (304) 256; (308) 175 
Multihaem protein, (314) 155 
Multiple conformations, (3 12) 147 
Multiple isomorphous replacement method, (306) 189 
Multiple myeloma, (302) 35 
Murein lipoprotein, (304) 103 
Murein peptidase, (304) 103 
Murine epidermis, (307) 151 
Muscarinic acetylcholine receptor, (311) 7 
Muscarinic receptor, (299) 179; (304) 237; (314) 489 
Muscle, (298) 226; (303) 15; (303) 185 
Muscle biopsy, (304) 187 
Muscle creatine kinase, (299) 15 
Muscle dystrophin, (299) 15 
Muscle fatigue, (310) 129 
Muscle fiber. (304) 187 
Muscle regulation: (309) 321; (310) 229 
Muscular dystrophy, (301) 243; (313) 19 
Mutagenesis, (296) 141; (302) 265; (313) 113; (313) 232 
Mutant enzyme, (306) 234 
Mutant form of enzyme, (306) 129 
Mutation, (301) 49; (307) 113; (309) 193; (309) 307; (311) 75; (314) 251 
Mvb. (3 11) 203 
Myc; (3ooj 114 
Mycobacterium bovis BCG, (303) 22 
Mycoplasma, (297) 209 ’ 
Mycoplasma fermentans, (303) 25 1 
Myelin, (301) 141; (307) 361 
Myelin membrane solubilization, (309) 376 
Myeloperoxidase, (314) 58 
Myeloperoxidase (recombinant), (302) 209 
Myoblast, (310) 162 
Myocardium, (296) 46; (310) 255 
Myocyte, (296) 135; (304) 27; (304) 327 
Myogenic factor, (305) 23 
Myogenm, MyoDl, (299) 15 
Myoglobin, (296) 184; (310) 71 
Myosin, (298) 226; (305) 192; (310) 132 
Myosin ATPase, (314) 93 
Myosin heavy chain. (311) 295 
Mvosin I. (307) 87 
Myosm II,‘(311)~91 
Myosin interaction, (303) 59 
Myosin light chain, (307) 206 
Myosin light chain kinase, (312) 245 
Myosin subfragment 1, (303) 255: (304) 184 
Myotube, (310) 162 
Myriceron caffeoyl ester, (305) 41 
Myristic acid, (309) 402 
N,,, (314) 345 
Na’/H’ antiport, (309) 333 
Na’/H’ exchange. (299) 19 
Na’/H’ exchanger,‘(31@ 255 
Na’/H’-exchanger, (307) 367 
Na’/K’-ATPase, (3 10) 129 
NAD+. (300) 171 
NAD uhotoreduction. (306) 125 
NADH, (308) 197 ’ 
NADH CoQ, reductase, (299) 218 
NADH cvtochrome c reductase. (311) 107 
NADH dehydrogenase, (301) 215 ’ 
NADH:Q oxidoreductase. (301) 215 
NADH:ubiquinone oxidoreductase, (3 10) 179; (3 13) 8 
NADH-CoQ reductase, (300) 275 
NADH-quinone reductase, (306) 51 
NADP’, (308) 197 
NADP’ reduction, (308) 298 
NAD(P)H. (314) 179: (314) 331 
NADPH dxidask, (3d2j 69: (309) 190 
NADPH oxidase, Na’lH’ antiporter, (298) 17 
Na’-driven flagellar motor, (314) 114 
Nafenopin, (308) 211 
Na.K-ATPase. (300) 1: f303) 147: (307) 275: (309) 272: (312) 80: (314) 
97; (314) 301: (314)477 . ’ ’ 
Nalidixic acid resistance, (3 12) 6 1 
Na+-motive terminal oxidase, (306) 199 
Na’-oxidase, (296) 77 
Nassu mutubilis homodimeric Mb, (296) 184 
Native polyacrylamide gel electrophoresis, (302) 155; (314) 29 
Natriuretic factor receptor, (305) 77 
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Natriuretic peptide, (309) 185; (3 13) 300 
NBD, (314) 471 
Nearest neighbour, (314) 271 
Nebulin, (307) 44 
N-end rule, (302) 192 
Neonate? (303) 210 
Neopterm, (304) 163; (305) 160 
Nerve growth factor, (298) 74; (308) 202; (314) 461 
Nervous system. (305) 31; (307) 76; (308) 202 
Neu, (303) 164 
Neural cell adhesion molecule. (304) 9 
_ ’ Neural tissue, (303) 185 
Neuramindase treatment, (3 14) 430 
Neurite extension, (298) 49 
Neuritogenesis, (297) 91; (307) 190 
Neuroblastoma, (297) 91; (308) 283; (310) 17; (311) 99; (312) 66; (314) 
20 
N~~roblastoma cell. (303) 19 
Neuroblastoma differentiation, (300) 114 
Neurofilament protein, (307) 195 
Neurogenesis, (298) 182 
Neurokinin, (299) 90; (312) 200 
Neurokinin receptor agonist, (312) 200 
Neurokinin-3 receptor (human), (299) 90 
Neuromedin C, (314) 458 
Neuron, (307) 329 
Neuronal cell, (309) 161 
Neuronal migration. (307) 190 
Neuropeptide, (300) 46; (307) 253; (314) 458 
Neuropeptide receptor, (314) 285 
Neuropeptide Y, (300) 114; (314) 285 
Neurosecretory vesicle, (314) 375 
~e~~os~or~ crussu, (3 13) 8 
Neuroto~city, (307) 195 
Neurotoxin. (310) 153 
Neurotoxin%etylcholine receptor interaction, (297) 87; (308) 225 
Neurotransmitter, (305) 31; (30.5) 110; (307) 76 
Neutral glycosphingolipids, (301) 141 
Neutron scattering, (300) 49 
Neutrophil, (298) 280; (302) 69; (310) 175; (311) 95; (313) 121; (314) 
58: (3141 187 
--.-I 
Neutrophil activation, (307) 97; (309) 242 
Neutrophil cationic peptide, (303) 31 
Neutrophil, Cysteine-switch mechanism, Activation, (313) 59 
Neutrophil respiratory burst, (300) 21 
NF-KB, (298) 240 
NG 108-15 cell, (301) 223 
NGl08-15, (309) 161 
NGl08-15 cell, (314) 409 
NH:, (307) 280 
(NH&SO, gradient, (312) 255 
Nickel, (309) 371 
Nicotiana plumbagmtjolia, (299) 287 
Nicotiana fabacum, (300) 268; (303) 169 
Nicotinamide, (3 12) 42 
Nicotine, (312) 66 
Nicotinic acetylcholine receptor (nAChR), (309) 213 
Nicotinic receptor, (308) 245 
Ni~e~~ffp~~~ obtusa, (308) 87 
Nitrate reductase, (307) 162 
Nitrendipine, (296) 219 
Nitric oxide, (299) 103; (308) 22; (308) 249; (309) 135; (313) 56; (313) 
62; (314) 49; (314) 58 
Nitric oxide (NO) synthase, (297) 183 
Nitric oxide reductase, (314) 308 
Nitric oxide synthase, (305) 160; (308) 249 
Nitriheme, (309) 157 
Nitrile hydratase, (301) 177 
Nitrite, (314) 58 
Nitrite respiration, (314) 308 
Nitrite-induced methemoglobin, (301) 195 
Nitrogen dioxide, (313) 62 
Nitrogen s&nailing, (307) 249 
Nitrogen transfer, (313) 98 
Nitrogenase cofactor, (303) 36 
Nitromyoglobin, (309) 157 
Nitrotyrosine, (304) 46 
NKXD, (303) 64 
‘5N-labelina. (297) 39 
nm23/nucle%de &phosphate kinase, (309) 358 
nm23-M2 gene, (309) 358 
NMDA receptor, (296) 67; (311) 81; (311) 285 
NMDA receotor channel. (313) 34 
NMR, (297).216; (298) 2ili (298) 226; (299) 44; (299) 20.5; (299) 255; 
(300) 56; (301) 141; (302) 89; (302) 185; (305) 137; (307) 343; (308) 
190; (308) 309; (310) 27; (310) 71; (311) 143 
NMR spectroscopy, (314) 455 
NMR structurre, (300) 291 
NMR-invisible lactate, (303) 247 
N-myc oncogene, (311) 99; (314) 20 
NO synthase, (308) 22 
NOESY, (314) 155 
(Nogalamycin),ld(GCATGC),, (297) 292 
Nonadiabatic electron transfer, (299) 28 
Nonamer, (300) 167 
Non-cooperative melting, (306) 63 
Non-denaturing el electrophoresis, (305) 51 
Non-heme iron, (301) 177; (313) 75 
Nonheme iron protein, (301) 132 
Non-histone protein, (297) 43 
Non-insulin-dependent diabetes melhtus, (296) 123 
Non-lenticular tissue, (309) 111 
Non-selective cation channel, (296) 245 
Nonsense suppression, (306) 133 
Non-specific lipid transfer protein, (299) 201 
Non-specific lipid-transfer protein, (296) 179 
Non-steroidal anti-inflammato~ agent, (298) 123 
Nonst~ctu~l protein, (297) 67; (306) 27 
Non-sulfur purple bacteria, (311) 128 
Non-transferrin bound iron, (308) 4 
Noradrenaline, (3 14) 246 
Nordihydroguaiaretic acid (NDGA), (310) 17 
Northern analysis, (313) 103 
Northern blot analysis, (305) 151 
Northern blotting, (303) 103 
NOS. (305) 1 
Novel polyprotein cleavage junction, (314) 449 
N-protein, (311) 85 
NRK, (313) 235 
N-Terminal amino acid sequence analysis, (297) 112 
N-terminal sequence, (298) 33; (308) 83; (314) 430 
NTP binding, (306) 129 
NTPase (nucleoside 5’ triphosphatase), (300) 71 
NTP-binding motif, (312) 3 
NtrC family, (314) 308 
Nuclear envelope, (302) 81 
Nuclear magnetic resonance, (296) 1; (296) 148; (303) 136; (307) 233: 
(314) 435 
Nuclear matrix, (307) 383 
Nuclear membrane. (302) 81 
Nuclear pore, (302) 81 
Nuclear protein, (307) 383 
Nucleic acid binding, (308) 231 
Nucleic acid binding protein, (302) 177 
Nucleic acid structure, (302) 47 
Nucleocapsid protein, (306) 27 
Nucleolar RNA, (307) 337 
Nucleolar targeting signal, (305) 1 
Nucleolus, (305) 1; (314) 425 
Nucleophile specificity, (307) 309 
Nucleoside, (298) 185 
Nucleoside diphosphate kinase, (305) 237; (309) 275; (309) 283 
Nucleosome positionmg, (314) 13 
Nucleotide, (298) 185; (306) 185; (310) 171; (313) 67 
Nucleotide binding, (307) 294 
Nucleotide binding site, (307) 177 
Nucleotide sequence, (296) 61; (297) 77; (301) 83; (302) 269; (304) 73; 
(305) 37; (308) 7; (311) 305; (314) 308; (314) 477 
Nucleotide sequence similarity, (313) 95 
O2 evolution, (301) 145 
“0 NMR. (298) 188 
Oat avenins, (3iO) 37 
Occlusive-cerebrovasccular disease. (304) 66 
Occurrence, (307) 55 
Octadecyl rhodamine, (311) 221 
Gctamer. (300) 167 
Octamer’factor, (314) 361 
ODMR spectroscopy, (297) 87; (308) 225 
Okadaic Acid, (296) 225; (298) 177; (301) 15; (307)206; (308) 290; (311) 
41; (314) 340 
Olefin. (303) 109 
Oleic adid, (305) 185; (310) 197 
Oleoyl CoA, (310) 197 
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Oleoylamine, (296) 166 
Oligodendrocyte, (307) 329 
Oligomerization, (298) 57 
Oliaonucleotide d(A,C,). (306) 223 
Oligonucleotide d&a&e, (299) 124 
Oligonucleotide probe, (309) 15 
Oligosaccharide probe, (307) 283 
IV- and O-linked Oligosaccharides, (302) 129 
d- and o-tvue Oxidases. (306) 199 
ompT, (362) 239 _ ’ 
Oncogen, (300) 109 
Oncogene, (303) 164; (314) 45 
Oncomodulin, (3 14) 130 
One-electron transfer, (306) 51 
Oocyte, (299) 5; (303) 164; (309) 253; (313) 213 
Oocyte maturation, (307) 305 
Opioid peptide, (296) 107; (302) 151 
Opioid peptides, (310) 13 
Opsonin, (296) 283 
Optical rotatory dispersion, (308) 146 
Ordered binding mechanism, (298) 1 
Ordered phosphorylation, (302) 133 
Organic media, (301) 258 
O&ntation of hydrdxyl group, (312) 208 
Omithine decarboxylase, (301) 261; (305) 260 
Oryzacystatin, (299) 48 
Oryzius latipes, (314) 176 
Osmosis, (304) 32 
Osmotic pressure, (312) 252 
Osteoarthritis, (306) 169 
Osteoblast. (303) 205 
OsteoblastL‘celf line, (307) 219 
Osteoblastic differentiation, (314) 356 
Osteocalcin, (314) 356 
Osteoclast, (313) 85 
Osteooetrosis. (313) 85 
Ouabain insens&ivity, (314) 477 
Outer membrane. (304) 216; (306) 5 
Ovary, (312) 53 . ’ . 
Over-expressed (chloroplast) /3 subunit, (298) 69 
Over-expression, (308) 70; (308) 125; (314) 409 
Ovulation, (303) 121 
Oxaloacetate decarboxylase, (300) 67 
Oxidation, (301) 177; (309) 135; (314) 199 
Oxidative burst, (311) 95 
Oxidative damage, (298) 269; (309) 193 
Oxidative modification, (314) 149 
Oxidative phosphorylation, (305) 167; (3 13) 126 
Oxidative stress, (298) 159; (304) 192; (311) 161; (314) 455 
Oxidized LDL, (299) 60; (305) 155 
Oxoalkanoyl ester, (304) 269 
12-Oxo-phytodienoic acid, (309) 33 
Oxygen evolution, (296) 187 
Oxygen intermediate, (297) 63; (312) 71 
Oxygen reduction, (305) 167 
Oxygen sensor, (299) 251 
Oxygen stress, (314) 264 
Oxygen uptake, (303) 73 
Oxyntic gland mucosa, (307) 135 
Oxysterol, (313) 15 1 
Ozone, (298) 269; (309) 225 
“P NMR relaxation. (297) 292 
“P NMR spectroscopy, (314) 101 
PO, (307) 361 
P20 mutation hotspot, (308) 293 
p34@, (307) 122 
P388 cell, (301) 119 
~51 subunit, (301) 23 
p53, (307) 122 
~56’~ autophosphorylation, (309) 275 
~60”~“‘, (303) 261; (308) 91; (313) 85 
P700, (309) 340 
Packing, (298) 261 
PAF-1, (312) 1 
PAGE, (296) 300 
Paired helical filament. (309) 199 
Paired helical filaments,‘(314) 315 
Palmitic acid, (309) 402 
Pancreas, (301) 277; (307) 386 
Pancreatic B-cell, (303) 85 
Pancreatic islet, (308) 249; (311) 85 
Pancreatic Se&GAP and Yptl-GAP, (309) 5 
Papain, (297) 100; (298) 129; (299) 51 
Papillomavirus, (300) 109 
Paracoccus denitrificans. (306) 23 
Parallel DNA, (297) 233 . ’ 
Parallel stranded DNA, (306) 140 
Paramecium. (304) 265 
Parathymo&a, (298) 245 
Parathyroid hormone, (307) 219 
Parietal cell, (298) 137 
Parkinson’s disease, (299) 218 
Parotid, (300) 171 
Parotid acini, (314) 489 
Parthenogenetic strain, (303) 258 
Parvalbumin, (314) 130 
Passive cutaneous anaphylaxis, (314) 229 
Passive immunisation, (307) 71 
Patch clamp, (296) 245; (302) 81; (303) 221; (311) 7; (313) 27; (313) 285 
Patch-clamp, (298) 253; (304) 216; (306) 251; (308) 87 
pATH2 fusion protein, (308) 293 
Pathoeenesis related. (307) 389 
Pathophysiology, (367) 97 
Pavlovu lutherii, (304) 119 
PC 12 cell. (3Oi) .137 ,\- , 
PCl, (297) 302 
PCl/PC3. (300) 82 
PC12, (298) 74 
PC12 cell, (308) 202; (314) 461 
PC12h, (298) 49 
PC2, (297) 302 
PC2-related convertase, (312) 213 
PCA-soluble protein, (298) 219 
pep gene, (305) 67 
Pep protein, (305) 67; (308) 70 
PCR, (299) 10; (301) 132; (301) 291; (307) 224; (309) 47; (310) 240; 
(312) 169; (313) 213 
PCR (polymerase chain reaction), (299) 273 
PCR-SSCP, (304) 66 
Pea seedborne mosaic potyvirus (PSbMV), (303) 169 
Penicillin, (304) 103; (306) 108 
Penicillin acylase, (311) 209 
Peptic hydrolysate, (299) 75 
Peptidase, (305) 67; (308) 70 
Peptide, (296) 99; (297) 216; (311) 217; (313) 291 
Peptide antiserum, ar-commons, (311) 51 
Peptide backbone direction, (310) 205 
Peptide chloromethyl ketone, (297) 119 
Peptide conformation, (300) 56 
Peptide fragment, (311) 271 
Peptide hydrolysis, (309) 303 
Peptide library, (307) 66 
Peptide mapping, (308) 154 
Peptide phosphonate, (297) 119 
Peptide sequencing, (304) 146 
Peptide structure, (310) 83 
Peptide synthesis, (296) 163; (296) 263 
Peptide synthetase, (307) 40 
Peptide thioester, (297) 119 
Peptide tyrowne-tyrosine, (313) 225 
Peptide-nucleotide interaction, (309) 385 
Peptidoglycan, (304) 103 
Peptidyl proline isomerase, (296) 90 
Peptidyl transfer, (302) 1 
Peptidyl-prolyl cis-tram isomerase, (302) 89; (309) 231 
Peptolide SDZ 214103 synthetase, (307) 355 
Perforated patch, (311) 41 
Perfused heart, (303) 247 
Periodontitis, (304) 69 
Periosteum-derived cell, (299) 278 
Periplaneta americana, (296) 283 
Periplasmic binding protein, (300) 33 
Permeability, Lipid vesicle, (305) 233 
Permeability transition, (304) 192; (313) 314 
Permeabilization. (312) 192 
Permeabilized ceil,. (296) 287; (300) 227 
Permeabilized rat hepatocyte, (301) 287 
Peroxtdase oxidation, (303) 64 
Peroxidation, (310) 106 
Peroxide, (314) 179 
Peroxisomal 3-oxoacyl-CoA thiolase, (299) 201 
Peroxisomal /%oxidation. (310) 193 
Peroxisomal matrix protein, (3q5) 51 
Vohnnes 296-314 (1992) 
Peroxisomal protein import, (300) I79 
Peroxisomal targeting signal, (305) 133 
Peroxisome, (299) 201; (300) 179; (303) 113; (310) 273 
Peroxisome biogenesis, (305) 133; (312) 1 
Peroxisome proliferation, (308) 211 
Pertussis toxin, (300) 73; (301) 223; (308) 277; (314) 143 
pEX1 fusion protein, (308) 293 
P-glycoprotein, (301) 307; (304) 233; (308) 175 
pH conditions, (300) 247 
DH denendence. 1306141 
pH e&et, (296j 184 ’ 
PH03, (305) 244 
Phage P22 tailspike, (307) 20 
Phagocytic leukocyte, (304) 37 
Fhag~ytosis, (311) 67 
Phanerochaete chrysosporium, (302) 77; (305) 220; (306) 165 
Pharmacokinetics, (3 13) 129 
Pharmacological diversity, (313) 34 
Pharmacology, (308) 245 
P~~eo~~ vulgaris L., (306) 143 
Phenolic glycolipid, (303) 22 
Phenothiazine. (299) 33 
Phenylalanine; (302j 73 
Phenylalanine ammonia lyase, (309) 33 
Phenylalanine hydroxylase, (302) 73 
Phenylalanyl-tRNA synthetase, (301) 83; (302) 54; (31 I) 139; (311) 192 
Pheromone, (308) 183 
pheS and pheT gene, (301) 83 
PhoE, (308) 97 
Phoneutria nigriventer, (310) 153 
Ph;c$l ester, (301) 107; (305) 209; (306) 113; (308) 290; (311) 71; (314) 
Phosphatase, (307) 206; (314) 340 
Phosphatase modulator, (305) 121 
Phosphate binding, (298)‘185’ 
Phosphate binding site, (313) 90 
Phosphate modification, (314) 29 
Phosphatidic acid, (312) 236 
Phosphatidylcboline, (301) 103; (310) 106 
Phosphatidylcholine biosynthesis, (309) 381 
Phosphatidylcholine synthesis, (308) 290 
Phosphatidylcholine-phospholipase C, (297) 271 
Phosphatidylethanohunine, (310) 106 
Phosphatidy~nositol 3-kinase, (309) 242 
Phosphatidylinositol4,Sbisphosphate, (297) 46 
Phosphatidylinositol turnover, (299) 187 
Phosphatidylinositol-sp~ific phospholipase C (PKPLC), (303) 193 
Phosphatidylserine, (296) 166; (304) 281 
Phosphodiesterase, (297) 127; (3021 181 
Phos~h~nolpyru~a~e c&boxykinase, (300) 183; (311) 110 
Phosphoenolpyruvate carboxykinase gene, (3 1.1) 2.51 
Phosph~nolp~uvate carboxylase, (302) 86 
Ph~~~hoe~o~p~uvate-sugar phosphotransferase ystem (PTS), (296) 
Phosphoenzyme intermediate, (306) 247 
6-Phosphofructo-2-kinaselfructose-2,6-bisphosphatase, (310) 139 
Phosphofructokinase, (302) 113 
Phosphoglucose isomerase mutant, (310) 182 
3-Phosphoglycerate kinase, (297) 247 
Phosnholamban. (309) 413 
Phos‘pholipase, (313) 210 
Phospholipase A,, (296) 237; (299) 19; (301) 159; (301) 190; (303) 217; 
(304) 69; (305) 213; (309) 190; (309) 261; (310) 17; (314) 17 
Phospholipase At (intracellular), (311) 299 
Phospholipase A, mRNA, (301) 190 
Phospholipase C, (298) 301; (299) 179; (306) 71; (306) 193; (307) 249; 
(313) 51 
Phospholipase C-~2, (308) 125 
Phospholipase C-system, (303) 85 
Phospholipase D, (314) 17; (314) 489 
Phospholipid, (297) 151; (304) 281; (306) 71; (310) 223; (312) 83 
Phospbolipid degradation, (298) 301 
Phospholipid monolayer, (306) 75 
Phosphopeptide, (308) 149 
Phosuhoprotein, (3011 150 
Phosphoprotein phosphatase 2A, (301) 15 
Phospho~idon, (305) 86; (314) 395 
Phosphorescence, (297) 87; (308) 225 
Phosphorylase, (310) 182; (311) 37 
Phospho~la~ kinase, (296) 5 1 
Phosphorylated cystatinx, (308) 79 
75 
Phospho~lation, (296) 41; (297) 29; (297) 285; (299) 5; (300) 171; (302) 
86; (304) 211; (305) 192; (306) 66; (307) 199; (308) 149; (309) 1; (309) 
413; (310) 34; (310) 139; (312) 195; (312) 245; (313) 113; (313) 181; 
(114‘1 315 \-- -, --- 
Phosphorylation site, (305) 121; (306) 59 
Phosphorylcholine phosphatase, (299) 96 
Phospho~~ne, (302) 133 
Phosphotyrosine, (303) 261; (304) 21; (308) 91; (313) 291 
Phosphotyrosyl protein phosphatase, (310) 9 
Photoactivation, (301) 177 
Photoaffinity, (313) 90 
Photoaffinity label, 1312127 
Photoaffinity modifi&ation, (3 12) 249; (3 13) 3 1 
Photobleaching, (314) 271 
Phot~atalysis, (306) 125 
Photo-CIDNP, (299) 205 
Phot~rosslin~a. (3141271 
Photocycle, (303g237; (311) 267; (313) 248 
Photocycle of NqM. (305) 6 
Photoi~hibition,-~Oi) 246; (304) 136; (309) 165; (311) 33; (313) 75 
Photoinhibition, Photosystem II, (297) 29 
Photolabelling, (304) 27; (304) 327 
Photoprotein, (301) 197 
Photoreceptor, (313) 103; (314) 275 
Photosynthesis, (296) 29; (296) 187; (299) 127; (301) 45; (304) 136; 
(309) 175; (313) 75 
Photosystem 2 complex, (296) 187 
Ph~~ystem I, (2%) 29; (302) 15; (308) 298; (311) 169; (312) 27; (313) 
Photosystem I variable fluorescence, (309) 340 
Photosystem II, (297) 51; (300) 5; (301) 145; (301) 246; (304) 136; (309) 
165; (311) 33; (313) 75; (314) 61; (314) 67; (314) 271 
Photosystem II membrane, (300) 127 
Phototaxis, (314) 275 
Phototransduction, (305) 174 
Phototrophic bacteria, (298) 273 
pH-sensitive liposome, (305) 185 
Phycobilisome, (297) 19 
Phvcoervthrin. (2971 19 
Phylloquinonk (vitamin K,), (312) 27 
Phvlogenetic inference, (301) 127 
Phylogeny, (309) 123; (314) 61 
Physarum, (296) 82 
Physarum po~ycephal~~ (306) 66 
Phytoalexin, (301) 41 
Phytoalexin induction, (309) 33 
Phytoene, (296) 305 
Picomavirus, (297) 81 
Picosecond kinetics, (308) 133 
Pigeon, (311) 276 
Pigeon lens, (311) 276 
Pigment oltgomerization, (307) 371 
Pigment-protein complex, (308) 133 
Pigment-protein complex of photosystem I, (309) 340 
Pinosylvin, (301) 41 
pinosylvin synthase, (313) 71 
Pinus sylvestris, (301) 41; (313) 71 
Piro~~am, (298) 123 
Pisum sativum, (303) 169 
Pisum sativum L., (307) 267 
Pituitary, (297) 302; (301) 19 
PKC-independent, (296) 166 
Placenta, (309) 82 
Placental actogen, (305) 101 
Plant, (309) 311 
Plant DNA. (300) 268 
Plant urocanase gene, (311) 206 
Plant virus, (296) 267; (304) 12 
Plasma kallikrein, (3QSj 265 
Plasma membrane, (299) 223; (306) 143; (308) 116; (311) 246 
Plasma membrane ATPase. (300) 271 
Plasma membrane H’-ATPase, (298) 89 
Plasma membrane redox system, (311) QQ 
Plasma peptide, (299) 146 
Plasma protein, (312) 100 
Plasma proteinase inhibitor, (301) 34 
Plasma retinol level, (308) 43 
Plasmalemma, (309) 333 
Plasmid DNA, (306) 203 
Plasmin, (307) 190 
Plasminogen, (308) 179; (311) 17; (314) 167 
Plasminogen activation, (298) 177 
Volumes 296-314 (1992) 76 
Plasminogen activator, (308) 179; (314) 389 
Plasminogen activator inhibitor, (300) 13 
Plasminogen binding, (309) 15 
Plasmodium falcbarum. (300) 77 
Plastid, (298) 93 _ 
Platelet, (298) 61; (298) 199; (299) 19; (307) 206; (314) 17; (314) 125; 
(314) 203 
Platelet aggregation, (305) 254; (309) 10 
Platelet-activating factor, (305) 213 
Platelet-activating factor receptor, (314) 125 
Platelet-derived endothelial cell growth factor, (313) 129 
Platelet-derived growth factor induction, (314) 143 
Platymonas virrdu, (309) 333 
Pleura, (298) 21 
Pleurodeles waltlii. (298) 39 
Ploidy, (297) 189 
PMA, (311) 95 
Point mutation, (301) 34; (306) 206 
Poliovirus, (299) 48 
Poloxamer-407, (305) 62 
Poly-3-hydroxybutyrate depolymerase, (305) 91 
Poly(ADP-ribose) polymerase, (297) 59; (302) 269 
Polyamine, (304) 37; (304) 198; (305) 260; (311) 85 
Polyamine biosynthesis, (307) 135 
Polyamine-dependent regulation, (301) 261 
Polyclonal antiserum, (308) 293 
Polyferredoxin, (298) 65 
Polyketide synthase, (304) 225 
Poly-L-prohne II conformation, (306) 63 
Polymerase chain reaction, (297) 34; (302) 31; (302) 141; (302) 161; 
(303) 103; (306) 54; (311) 290; (312) 203; (312) 213; (313) 103; (314) 
23 
Polvmerase chain reaction (PCR). (3 11) 276 
Polymerase chain reaction walking; (302) 161 
Polvmoruhism, (300) 153 
Polymorphonuciear ‘leukocyte, (296) 57 
Polymorphonuclear leukocyte (chicken), (311) 203 
Polypeptide, (314) 67 
Polypeptide chain fold, (302) 256 
Polyprotein, (307) 62 
POMC N-terminal glycopeptide cleavage, (310) 235 
Pool compartment, (297) 15 1 
Porcine cerebral artery, (309) 261 
Porcine lung, (305) 144 
Porcine PC2, (310) 235 
Porcine testis, (305) 144 
Pore formation, (307) 26 
Porin, (296) 169; (304) 216; (306) 5; (306) 251 
Position effect variegation, (312) 21 
Positive regulatory gene, (297) 155 
Post-translational modification, (308) 101; (311) 17; (313) 185 
Post-translational processing, (301) 315; (309) 47; (312) 187 
Potassium channel, (302) 21; (304) 281; (306) 95; (311) 7; (312) 123 
Potassium current, (314) 458 
Potassium pump, (300) 119 
POU domam. (314) 361 
~~60’.“” regulation, (3 13) 291 
PP,:n-fructose-6-phosphate I-phosphotransferase, (313) 277 
PPAR, (309) 37 
Precorrin methvltransferase, (301) 73 
Precursor, (296) 292; (298) 191; (307) 62 
Precursor processing, (314) 232 
Precursor protein, (300) 157 
Prediction, (302) 8; (302) 117; (303) 141 
Preferential binding, (314) 348 
Pregnancy, (302) 206 
Prenylated protein, (297) 103 
Preproelastase processing, (299) 291 
Preprohormone, (313) 225 
Preprotachykinin-I, (312) 187 
Pre-S2, (302) 129 
Preweanmg (rabbit), (313) 260 
Primary response gene, (302) 51; (306) 1 
Primary structure, (298) 237; (300) 213; (306) 80; (309) 115 
Primary structure-activity relationship, (310) 13 
Primer, (300) 18 
Primer extension, (301) 5; (303) 31 
Primer tRNA interaction, (301) 23 
Primer-binding site, (312) 249 
Prion disease, (307) 129 
Prion protein, (307) 129 
Processing, (302) 15; (314) 122 
Processive methylation, (313) 243 
a2 (I) Procollagen, (308) 267 
Pro-drug, (310) 171 
Profilin, (297) 46 
Progesterone receptor aggregation, (308) 116 
Programmed cell death, (296) 174; (300) 279; (307) 122 
Pro-hormone convertase, (305) 45; (310) 235 
Prohormone processing, (299) 283; (311) 55 
Proinsulin, (311) 55 
Prokarvote. (308) 94 
Prokaryotic, ‘(299) 44 
Prokarvotic metallothionein. (303) 159 
Proliferation, (301) 310; (314)‘143 
Proline, (298) 233; (314) 301 
Proline-directed kinase, (307) 199 
Prohne-directed protein kinase, (302) 223; (308) 218 
Prolipoprotein modification and processing, (311) 3 11 
Prolipoprotein signal peptidase, (299) 80 
Prolyl endopeptidase, (300) 127 
Prolyl oligopeptidase, (311) 281 
Promoter, (297) 209; (297) 257; (304) 98; (306) 46 
Proopiomelanocortin, (296) 87; (305) 45 
Propionate ionization, (311) 213 
Prosome, (300) 49 
Prostacychn, (308) 277; (314) 322 
Prostaglandin, (303) 242; (305) 254; (308) 125 
Prostaglandin endoperoxide synthase, (306) 161 
Prostaglandin FZ., (297) 175; (299) 235 
Prostatic secretory protein, (303) 117 
Protease, (301) 277; (302) 239; (308) 179 
Protease catalysis, (296) 163 
cr,-Protease inhibitor, (306) 257 
Proteasome, (299) 39; (300) 49; (301) 65; (309) 311; (310) 119; (31 
157 
2) 
Proteasome/multicatalytic-multifunctional proteinase, (302) 192 
Protection of proteolysis by Na+ ions, (300) 67 
Protein. (304) 207: (314) 413 
Protein’assembly, (314)‘61 
Protein biosynthesis, (302) 1; (302) 54 
Protein characterization, (312) 115 
Protein complex formation, (305) 51 
Protein conformation, (297) 46 
Protein conformational changes, (313) 248 
Protein crvstalhzation. (303) 91 
Protein crystallography; (313) 229 
Protein damage, (298) 269 
Protein deamidase, (302) 169 
Protein degradation, (307) 156 
Protein denaturation, (299) 66 
Protein design, (298) 233; (313) 12 
Protein dynamics, (310) 211 
Protein engineering, (301) 322; (302) 39; (309) 265; (310) 205 
Protein evolution, (303) 48 
Protein export, (298) 273 
Protein expression, (308) 231; (313) 198 
Protein family, (307) 131 
Protein fluorescence. (302) 177; (310) 269 
Protein folding, (303) 11; (303) 126; (303) 129; (307) 10; (308) 146; 
(312) 7; (314) 89; (314) 419 
Protein folding in vivo, (307) 20 
Protein hydrophobicity, (305) 163 
Protein imaort. (306) 71: (314) 61 
Protein interaction, (31oj i ’ 
Protein kinase, (297) 91; (297) 171; (297) 280; (304) 211; (306) 59; (307) 
241; (308) 183; (312) 245; (313) 307; (314) 327 
Protein kinase A, (299) 5; (311) 25; (314) 241 
Protein kinase C, (296) 69; (296) 135; (296) 317; (297) 175; (298) 17; 
(298) 74; (299) 5; (299) 235; (300) 46; (300) 114; (300) 259; (301) 107, 
(301) 310; (302) 145; (302) 223; (303) 19; (304) 37; (304) 153; (304) 
241; (304) 245; (305) 209; (306) 1; (306) 113; (307) 275; (307) 301; 
(307) 333; (308) 121; (308) 301; (309) 409; (310) 41; (310) 201; (311) 
25; (311) 75; (311) 85; (311) 299; (312) 195; (313) 113; (314) 149 
Protein kinase C inhibitor. (296) 222 
Protein kinase C isoform, (303)‘15 
Protein kinase C-q, (312) 195 
Protein kinase F,,,, (314) 315 
Protein kinase r], (307) 151 
Protein kinase II, (302) 145 
Protein kinase inhibitor, (302) 86; (308) 170 
Protein kinase l, (307) 151 
Protein loop, (299) 197 
Volumes 296-314 (1992) 71 
Protein phosphatase, (297) 135; (301) 103; (304) 211; (306) 54; (311) 
41; (312) 21 
Protein phosphatase 2A, (312) 95 
Protein phosphatase type 2B, (309) 103 
Protein phosphorylation, (296) 69; (296) 222; (297) 280; (298) 113; 
(301) 111; (302) 223; (303) 261; (306) 59; (308) 91; (311) 299; (313) 
307; (314) 241; (314) 327; (314) 461 
Protein purification, (312) 132 
Protein refolding, (307) 375 
Protein secretion, (297) 77; (298) 84; (299) 243; (299) 287 
Protein sequence, (299) 283; (308) 149 
Protein sequencing, (297) 70 
Protein sorting, (303) 113; (305) 133; (313) 2 
Protein stabilitv. (296) 11 
Protein struct&,‘(296) 25; (296) 148; (302) 57; (302) 185; (303) 136; 
(306) 75; (309) 59: (309) 376 
Protein subunit,‘(31 i j 209 
Protein synthesis, (308) 165; (309) 89; (314) 371 
Protein thermostabilization, (306) 239 
Protein thiol, (302) 201 
Protein topology, (308) 1 
Protein trafficking, (305) 133 
Protein translocation, (304) 119; (308) 97; (310) 265; (313) 2 
Protein transnort. (298) 6 
Protein tyrosme l&as< (300) 93; (313) 291; (314) 335 
Protein tvrosine uhosnhorvlation. (303) 193 
Protein i, (314) 5 _ _ \ 
14-3-3 protein, (296) 222; (302) 145 
Proteinase 3. (297) 119: (3141 117 
Proteinase inhibitor, (3%) 56; (309) 405; (312) 100 
Proteinase yscE, (302) 192 
Protein-DNA complex, (314) 10 
Protein-DNA interaction, (298) 203; (300) 141 
Protein-dynamics, (307) 14 
Protein-folding in vivo, (304) 41 
Protein-urotein interaction. (299) 36: (310) 269 
Protein-relaxation, (307) 14 _ ’ ’ ~ 
Protein-RNA complex, (3 10) 157 
Protein-ruler. (307) 44 
Protein-tyrosine phosphatase, (314) 335 
Protein-tyrosine phosphorylation, (309) 10 
Protein-ubiquitination, (296) 51 
Proteoglvcans, (312) 47 
Proteohposome; (304) 167 
Proteolysis, (299) 197; (301) 231; (302) 192; (307) 195 
Proteolytic activation, (307) 30 
Proteolytic processing, (299) 291; (307) 62; (313) 270; (314) 224 
Prothymosin a, (312) 152; (313) 95 
Protochlorophyllide reductase, (309) 73 
Protometer, (296) 77 
Proton channel, (309) 175 
Proton gradient, (303) 233 
Proton inventory, (299) 163 
Proton NMR. (298) 44 
Proton pump; (299) 227; (302) 18; (306) 51; (312) 71 
Proton symporter, (302) 166 
Protonation change, (303) 237 
Protonmotive Q cycle. (313) 251 
Protooncogene,-(306) 18 1; (3 13) 43 
Protoporphyrin IX, (310) 246 
Pro-uPA, (297) 112 
Proximal tubule, (304) 179 
PRP, (298) 49 
PS II membrane fragment, (299) 28 
PsaD, (302) 15 
psbA, (300) 5 
Pseudomohs aeruginosa, (299) 291; (306) 5; (306) 41; (314) 308 
Pseudomonas cytochrome, (311) 213 
Pseudomonas exotoxin, (314) 371 
Pseudomonas nautica strain 617, (296) 259 
Pseudomonas stutzeri, (314) 308 
Pseudomonas testosterhi. i297) 196 
Pseudonomas aeruginosa, ‘(i99j96 
Pseudouridine, (302) 1 
PSI-E. (3111 169 
Pteroylpolyglutamate, (308) 113 
PTH, (3011277 
PTHrP, (3b5) 228 
Pulsed amperometric detection (PAD), (312) 31 
Pulsed electric current. (311) 95 
Pumpkin, (304) 149 ’ ~ ’ 
PUP2, (299) 39 
Purification, (296) 7; (308) 70; (308) 130 
Purine nucleoside, (297) 4 
Purineraic. (297) 107 
Puromy&, (309) 89 
Puromycin reaction, (296) 207 
Purple-membrane, (305) 6; (305) 249 
Purple membrane in alkaline suspension, (314) 345 
Pyridoxal 5’-phosphate, (298) 266 
Pyridylethylation, (306) 176 
Pyroglutamate, (314) 220 
Pyrophosphate, (3 11) 139 
Pyruvate decarboxylase, (296) 95; (314) 101 
Pyruvate decarboxylase mechanism, (299) 163 
Pyruvate dehydrogenase kinase, (308) 83 
enolPyruvyltransferase, (301) 271 
Q intermediate, (305) 6 
QCCR9, (313) 251 
QSAR, (307) 309 
Quantitative binding, (308) 305 
Quantitative stimation of secondary structure, (314) 171 
Quartz, (296) 57 
Quasi crystalline membrane, (31 I) 135 
Quench flow, (310) 55 
Ouin-2IAM. (299) 60 
Quinidine, (314) 458 
Quinol oxidase, (305) 167; (309) 127 
Quinone reduction, (299) 127 
R,, (314) 345 
R 59 022, (312) 57 
R3327-MatLvLu. (308) 46 
rab Peptide, (309) 41 ’ 
rab3n, (312) 183 
Rabbit, (304) 24; (305) 62; (305) 265; (307) 305 
Rabbit brain, (308) 7; (312) 229 
Rabbit platelet, (312) 200 
Rabbit pulmonary artery, (297) 24 
Rabbit skeletal muscle. (303) 255 
Radiation inactivation; (305) 144 
Radical, (314) 179 
Radical Pair Mechanism, (314) 351 
Rainbow trout, (301) 60 
ral, (298) 61 
Raman spectroscopy, (307) 181; (312) 80 
Rapeseed, (310) 111 
Rapid kinetics, (301) 119; (306) 108 
Rare codons, (307) 173 
ras gene exoression. (299) 287 
Rasoncogene, (307) 367 ’
ras ~21, (297) 171 
RaGlike, (306) 181 
rus-Transformed NIH/3T3 cell line (DT), (307) 301 
Rat, (297) 189; (298) 21; (299) 103; (300) 131; (303) 221; (305) 31; (305) 
147; (308) 22; (312) 83; (313) 155; (314) 163 
Rat adipocytes, (300) 93 
Rat aorta, (297) 183 
Rat basophilic leukemia cell (RBL-2H3), (310) 123 
Rat brain, (296) 33; (296) 317; (304) 57 
Rat gingival fibroblast, (304) 69 
Rat heart, (304) 273 
Rat heart mitochondrion, (297) 55 
Rat hepatocyte, (296) 225; (298) 165 
Rat hinnocamDus. (303) 261: (308) 91 
Rat intestine, (30d)‘263; (314)‘466’ 
Rat kidney, (309) 203; (309) 303 
Rat liver, (296) 179; (304) 285; (305) 151; (307) 333; (310) 193 
Rat liver epithelial cell, (314) 399 
Rat liver fatty acid-binding protein, (314) 486 
Rat liver mitochondria. (308) 83 
Rat liver mitochondrion, (297) 55 
Rat mast cell, (314) 241 
Rat oligodendrocyte, (314) 471 
Rat ovary, (303) 121 
Rat pancreas lipase, (296) 61 
Rat prostate tumor, (308) 46 
Rat rhabdomvosarcoma. (303) 15 
(Rat striatumj, (308) 215 \ ’ 
Rat thymic lymphocyte, (314) 351 
Rat thvmocvte. (297) 132 
Ratio imagmg,‘(313) 121 
86Rb+ flux, (303) 147 
78 
RB protein, (306) 173 
rbcS gene. (304) 252 
RDCi, (3b@ 149 
RDC7, (297) 107 
Reaction center, (297) 167; (301) 45; (312) 27; (314) 271 
Reaction centre, (309) 165 
Reaction mechanism, (300) 145; (312) 71 
Reaction mimic, (311) 165 
Reactivation. (296) 90 
Reactive Cys residue, (303) 1 
Reactive oxygen metabolite. (296) 57 
Reactive oxygen species, (369) 190; (314) 149 
Reactive residue, (304) 46; (308) 235 
Receptor, (296) 123; (298) 79; (299) 187; (300) 232; (302) 265; (303) 81; 
(305) 27; (307) 97; (308) 38; (309) 417; (311) 12; (311) 179; (311) 290; 
(312) 66; (312) 169; (313) 2; (314) 237 
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Retinoic acid, (298) 165; (303) 205; (310) 101; (311) 99; (311) 102 
Retinoic acid nuclear receptor, (310) 101 
Retinoic acid receptor, (311) 102; (312) 75 
Retinoid binding, (308) 43 
Retinol transnort. (305) 189 
Retinol-binding protein, (308) 43 
Retroprotein, (310) 205 
Retrotransposon cop& (302) 5 
Rev, (305) 1 
Reverse cholesterol transport, (309) 307 
Reverse staining, (296) 300 
Reverse transcriptase, (300) 97; (301) 23; (306) 151; (306) 185 
Reverse transcription, (314) 23 
Reversed micelle, (309) 330; (311) 209 
Reversible cysteine modification, (304) 46 
Reversible thiol-specific rosslink, (302) 201 
RFLP, (297) 159 
Rheumatoid arthritis, (303) 77 
Rheumatoid synovial fluid, (296) 16 
Rhiiomelic Chondrodysplasia Punctata, (299) 201 
Rhizomucor miehei, (301) 258 
Rhizopus niveus, (306) 189 
rho Protein, (297) 95 
Rhodamine 123, (303) 73 
Rhodobucter capsularus, (298) 273; (301) 215; (303) 36 
Rhodopseudomonns viridis, (297) 167; (301) 45; (311) 135 
Rhodopsin, (309) 394; (313) 103; (314) 275 
Rhodospirillaceae, (3 11) 128 
Rhodospirillum rubrum, (3 10) 187 
Ribonuclease Rh, (306) 189 
Ribonucleotide reductase, (307) 257 
Ribosomal function, (313) 232 
Ribosomal protein, (298) 219; (308) 258; (314) 211 
Ribosomal protein L12, (300) 199 
Ribosomal protein operon, (298) 93 
Ribosomal protein S21, (307) 318 
Ribosomal protein S25, (298) 142 
Ribosome, (296) 7; (302) 1; (311) 199 
Ribosome inactivating protein, (298) 145 
Ribosome inactivation, (304) 249 
Ribosome-binding protein, (296) 7 
Ribosome-inactivating protein, (297) 250 
Ribozyme, (297) 201 
Rice, (311) 46 
Rice. allergen, (302) 213 
Rice bifunctional subtilisinla-amylase inhibitor, (309) 68 
Rice (Oryza sutiva L.), (301) 185 
Rice seed, (299) 48 
Ricin, (314) 371 
Ricin A chain, (299) 209 
Ricin A-chain, (304) 249 
Ricks communis agglutinin A chain, (299) 209 
RIE-1 epithelial cell, (306) 1 
Rifampicin, (306) 46 
rig, (307) 318 
Receptor activation, (307) 351 
Receptor affinity, (301) 303; (312) 259 
Receptor antagonist, (302) 243 
Receptor binding, (305) 41 
Recentor cloning. (300) 149 
Receptor cluster&, (3b3) 178 
Receptor expression, (300) 149 
Receptor (human gene), (296) 201 
Receptor selectivity, (309) 185 
Recentor-bindine activitv. (311) 271 
Recombinant DRA, (296) 267;‘(303) 4; (310) 148 
Recombinant form. (301) 23 
Recombinant fusion ‘protein, (302) 274 
Recombinant lectin, (307) 185 
Recombinant mveloneroxidase (human). 1302) 189 
Recombinant p42map’, (306) 17 ~ ” \ ’ 
Recombinant plasmid, (298) 126 
Recombinant protein expression, (312) 132 
Recombinant protein stability, (301) 315 
Recombinant retrovirus. (296) 128 
Recoverin, (302) 172 ’ ~ ’ 
Red cell, (301) 299 
Redox potential, (308) 264 
Redox stress, (310) 249 
Re-endothelialization of blood vessel, (3 13) 129 
Re-feeding, (300) 263 
Refinement, (301) 159; (309) 59 
Refolding, (296) 90 
Refractoriness, (296) 112 
Regenerating liver, (310) 135 
Regucalcin, (305) 15 1 
Regulated release, (312) 187 
Regulated secretion, (314) 41 
Regulation, (296) 311; (305) 23; (305) 192; (307) 122; (312) 174; (313) 
265 
Regulation of ATPase, (300) 271 
Renulation of translation. (306) 133 
Regulatory domain of ATPase; (300) 271 
Regulatory region, (302) 269 
Regulatory sequence, (301) 5; (311) 305 
Relative configuration, (314) 440 
Relaxation, (309) 261 
Relaxation measurement, (296) 249 
Release, (314) 122 
Release factor. (300) 162 
Renaturation,‘(296)‘215; (303) 11; (313) 51 
Renin inhibitor. (302) 97 
Reperfusion, (3b2) 261 
Repetitive DNA sequence, (3 14) 13 
Replication, (296) 3 11 
Replication protein A, (308) 240 
Repression, (306) 229 
Repressor, (298) 133 
Resonance nergy transfer, (297) 100 
Resonance Raman, (305) 206; (314) 293 
Resonance Raman spectroscopic property, (296) 184 
Respiration, (303) 190; (313) 126 
Respiratory chain, (297) 63; (305) 167; (306) 23; (306) 51 
Respiratory control, (313) 126 
Restriction endonuclease, (314) 251 
Restriction enzyme, (300) 25 
Reticulocyte, (309) 89 
Retina, (302) 172; (309) 394; (309) 409 
Retinal analog, (314) 275 
Retinal rod, (305) 174 
Retinitis pigrnentosa, (300) 279 
Right-handed structure, (298) 261 
Ring finger, (312) 1 
RINGlO, (301) 65 
Ring-like structure, (311) 135 
RINmSF, (300) 232; (312) 183 
RINmSF cell, (312) 187 
Ritanserin, (312) 203 
RNA blot hybridization, (308) 7; (312) 229 
RNA editing, (310) 111 
RNA N-glycosidase, (297) 250 
RNA oligomer, (309) 363 
RNA PCR, (309) 350 
RNA polymerase, (300) 71; (306) 46 
RNA polymerase II, (307) 81 
RNA sequencing, (307) 337; (313) 103 
RNA splicing, (305) 27 
RNA structure, (305) 9 
RNA synthesis, (304) 285 
RNA virus, (306) 133 
RNA-minisubstrate, (314) 256 
RNA-polymerase, (297) 81 
RNase A and B, (307) 343 
RNase H. (300) 97 
Rod outer segment, (309) 394 
Rodent, (310) 175 
ROESY, (314) 155 
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Rough microsome, (296) 7 
RPMI 1788 cell, (302) 141 
rRNA, (297) 209; (302) 1 
RT, (304) 289 
RT-PCR. (3141 176 
RU 26752; (3i4) 237 
RU 38486, (308) 137 
Rubredoxin, (312) 219 
Ruthenium red, (314) 93 
Ryanodine, (301) 181 
Ryanodine receptor, (298) 277; (301) 49; (312) 229; (314) 81 
S. cerevisiae, (297) 103; (308) 62 
S. uombe, (297) 103 
(+jS-I45Na, (303) 217 
S3 conformation, (299) 28 
S = 3/2 EPR spectrum, (303) 36 
70s Ribosome, (296) 207 
S RNA sequence, (306) 27 
18 S rRNA sequence, (309) 123 
Sl nuclease mapping, (301) 5 
Sl subunit, (304) 89 
S~cc~o~yces, (306) 54 
Saccharomyces cerevisiae, (297) 155; (299) 39; (299) 267; (300) 271; 
(301) 29; (301) 231; (302) 5; (302) 145; (304) 41; (304) 277; (305) 244; 
(307) 249; (309) 103; (310) 182; (311) 60; (311) 110 
Saccharomycopsis, (310) 216 
Saccharopolyspora ery?hraea, (299) 44: (304) 225 
Sahcylate inhibition, (305) 257 
Salmonella, (304) 146 
Salmonella typhimurium, (301) 73; (303) 41 
Salt effect, (296) 187 
Sambwus siebojdiana lectin, (306) 176 
Saprolegnia, (310) 219 
Sarcolemma, (308) 154; (310) 129 
Sarcoplasmic reticulum, (296) 103; (299) 33; (299) 57; (299) 175; (301) 
49; (306) 213; (306) 247; (314) 81 
SASP, (305) 115 
Saturation transfer, (310) 71 
SBP, (299) 23; (310) 11.5 
Scaffold, (297) 43 
Scaffolding protein, (304) 89 
Scanning calorimetry, (309) 2.58 
Scanning micr~lo~met~, (303) 255 
Scatchard plot, (298) 249 
Scatter factor, (311) 17 
Schiiophrenia, (3 12) 123 
Scorpion ,f&neurotoxin, (302) 220 
SD-sequence, (307) 173 
SDS-PAGE, (306) 157; (307) 355 
Sea urchin egg, (304) 207 
set pathway, (299) 243 
sec21, (314) 195 
SecA, (308) 97 
SecA protein, (298) 84 
Second cholera toxin, (312) 3 
Second messenger, (300) 46 
Second messengers, (300) 188 
Secondary active transport, (298) 1 
Secondary chemical shift. (309) 29 
Secondary photocycle, (314) 345 
Secondary structure. (305) 177; (307) 181; (312) 80; (314) 435 
Secretion, (298) 93; (310) 148; (311) 155; (311) 226 
Secretogranin, (314) 375 
Secretory cell, (311) 302 
Secretory vesicle, (304) 195 
secY, (304) 119 
SecY protein, (298) 84 
Sedimentation coefficient, (307) 355 
Seed protein, (302) 213 
Seed storage protein, (306) 80 
Selenate, (308) 38 
Selenium, (312) 10 
Selenocysteine, (312) 10 
Self-parallel duplex, (306) 223 
Seminal plasmin, (303) 265 
Sequence, (314) 163 
S~uenceana1ysis,(297)205;(301)31~(310)205;(312) 100,(313) 173 
Sequence comparison, (3 11) 276 
Sequence directed antibody, (299) 99 
79 
Sequence homology, (297) 70; (299) 131; (302) 213; (310) 167 
Sequence motif, (297) 280: (302) 239 
Sequence pattern, (297) 241 
Sequence specificity, (313) 303 
Sequence-specific NMR assignment, (303) 129 
Sequencing, (302) 161; (311) 206 
Sequential environment, (302) 117 
Sequential folding, (305) 225 
SeriThr kinase, (312) 169 
Serine, (307) 229 
Serine base ‘exchange nzyme, (296) 166 
Serine phosphorylation, (305) 209 
Serine protease, (297) 297; (304) 149: (314) 139 
Serine protease family, (3 11) 28 1 
Serine proteasc inhibitor, (300) 21; (309) 288 
Serine proteinase, (308) 65 
Serine proteinase inhibition, (301) 10 
Serine proteinase inhibitor, (301) 10; (309) 139 
Se~n~theo~ne kinase, (303) 81 
Se&e-proline motifs, (314)‘315 
Serotonin, (296) 201; (303) 229 
Serotonin 5-HT, receptor, (307) 324; (312) 259 
Serpin, (301) 34; (309) 405 
Serpin fragment, (299) 146 
Sertoli cell. (300) 131 
Serum, (314j 445 
Serum ferritin, (308) 4 
Serum growth factor, (298) 29 
Serum iron, (308) 4 
Sex, (306) 203 
Sex determining protein, (309) 385 
Sex hormone binding globulin, SHBG, (310) 115 
Sex hormone-binding lobulin, (301) 227 
Sex steroid-binding protein, (299) 23; (310) 115 
SH2 domain, (304) 1.5 
SH3, (307) 55 
Shape change in rabbit platelet, (312) 200 
SHBG, (299) 23 
Shear stress. (308) 271 
B-Sheet, (298)‘ 26i 
Sialic acid, (312) 31; (314) 430 
Sialyltransferase, (312) 31 
Sickle cell, (296) 219 
Signal peptidase, (298) 273 
Signal peptidase II, (299) 80 
Signal peptide, (299) 243 
Signal peptide cleavage, (313) 225 
Signal sequence, (3 I 1) 226 
Signal transduction, (296) 117; (297) 186; (297) 263; (298) 177; (301) 
53; (301) 103; (303) 193; (304) 170; (304) 261; (306) 219; (307) 211; 
008) 121; (308) 183; (309) 242; (310) 123; (311) 1; (311) 37; (313) 
12; (313) 213; (313) 220; (314) 322; (314) 351; (314) 461 
Single channel canductance, (309) 253 
Single hepatocyte, (312) 57 
Single-channel analysis, (302) 21 
Single-strand conformation potymorphism analysis, (308) 35 
Single-strode DNA-binding protein, (312) 143 
Singlet oxygen, (314) 149 
Site specificity, (301) 111 
Site-directed mutagenesis, (296) 37; (296) 90; (296) 95; (299) 1; (301) 
207; (301) 227; (302) 39; (302) 18% (303) 41; (307) 229; (307) 324; 
(308) 141: (308) 253; (309) 85; (309) 353; (309) 421; (310) 9; (310) 
115; (310) 216; (311) 271; (312) 10 
SiteiFed mutagenesis, Cyanogen bromide, Calbindin Dpy, (298) 
Site-directed-mutagenesis, (308) 235 
Size, (298) 109 
Size exclusion chromatography, (314) 89 
Skeletal muscle, (296) 128; (299) 175; (304) 187; (305) 23; (306) 17; 
(306) 203; (309) 253; (310) 51 
Skin, (303) 185 
Skinned fibres. (298) 226 
Slow binding, (300) 301 
Slow isome~sation, (303) f 97 
Smah heat-shock protein, (309) 111 
Small intestine, (313) 265 
Small stress protein, (309) 297 
Small synaptic vesicle, (314) 41 
Small-cell ung carcinoma, (312) 66 
smg p2llrapl ~21, (297) 171 
smg p21B, (314) 241 
S-Moddin, (302) 172 
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(314) 93 
Smooth muscle cell, (303) 173; (314) 143 
smtA, (303) 159 
SmtA protein, (303) 159 
Snake venom, (301) 159 
Snake venom metalloproteinase. (312) 110 
SOD gene, (301) 185 
SOD gene expression, (310) 249 
Sodium channel, (303) 53; (309) 253 
Sodium ion, (300) 193 
Sodium nitroprusside, (300) 9 
Sodium pump, (306) 51 
Solid phase peptide synthesis, (309) 389; (311) 235 
Solid-phase peptide synthesis, (296) 190; (309) 385 
Solid-phase synthesis, (307) 272 
Solid-state nuclear magnetic resonance (NMR), (303) 237 
Solubilizatron, (300) 232; (305) 249; (312) 236 
Soluble guanylate cyclase, (304) 83 
Soluble interleukin-6-receptor, (306) 257 
Solution structure, (300) 136: (302) 97 
Somatic gene mutat:lon,‘(297) 34 
Somatogenic receptor, (305) 101 
Somatostatin, (311) 290 
Sorbitol dehydrogenase, (303) 1 
Sorting, (314) 224 
Sorting signal, (308) 14 
Soybean, (309) 225 
Spl, (302) 269; (309) 97 
SP-40,40, (297) 70 
Suatial structure. (308) 190 
SP-B. (301) 165 
SPEA, (308) 30 
SPEB, (308) 30 
SPEC, (308) 30 
Species specificity, (306) 262 
Specific activity, (308) 83 
Specific binding site, (303) 217; (309) 261 
Specific granule, (304) 195 
Specific homophthalazine binding, (308) 215 
Specificity constant, (296) 263 
Spectrin, (305) 197 
p-Spectrin, (298) 44 
B-Spectrin, (304) 201 
Spectrophotometry, (311) 256 
Spectroscopy, (305) 171 
Sperm, (308) 116; (311) 155 
Sperm capacitation, (300) 63 
Sperm receptor, (300) 237 
Spermadhesin, (300) 63; (300) 213 
Spermatogenesrs, (299) 166 
Spermine, (313) 314 
Spheroplast, (303) 265 
Sphingoliptd, (307) 211 
Sphingolipid transport, (300) 227 
Snhinaomvelin. (314) 471 
Sphingomyelinase, (314) 297 
Sphingosine, (296) 166; (300) 188 
Spil, 7306) 181 
Spider venom, (310) 153 
Spin trapping, (297) 63 
Spmacea oleracea, (313) 75 
Spinach, (300) 127; (308) 298 
Spinacia oleracea, (304) 136 
Spin-labeled-ATP, (313) 288 
Spintrapping, (303) 213 
Spirolactone, (314) 237 
Spleen, (3 13) 291 
Splicing, (304) 252 
Spodoptera frugiperda, (3 13) 220 
Spontaneous translocatton, (296) 207 
src enzyme activity, (311) 1 
src-Homology region 2, (314) 335 
SSB protein, (312) 143 
ST638, (309) 10 
Stable intermediate, (299) 66 
Stable subunit, (306) 176 
Stable transfection, (308) 283 
Stage-specific transcription, (3 13) 205 
Staphylococcus aureus, (298) 133; (299) 80 
Starvation, (300) 263; (308) 83; (310) 193 
Staurosporine, (300) 114; (301) 310 
Stefin, (309) 279 
Stefin B, (298) 237 
Stellacyanin, (314) 220 
Stereochemistrv. (303) 109 
Stereospecific assi‘gnment, (302) 185 
Steroid dehydrogenase, (301) 89 
Steroid metabolism, (297) 196 
Steroid-binding domain, (301) 227 
Sterol carrier protein 2, (299) 201 
Sterol carrier protein-2, (296) 179 
stilbene synthase, (313) 71 
Stilbene synthase sequence, (301) 41 
Stimulus-secretion coupling, (303) 85 
Stomach. (301) 291 
Stomata1 closure, (313) 27 
Stopped-flow soectrophotometry. (306) 165 
Streaming potential, (298) 253 _ 
Streptococcal pyrogenic toxin, (308) 30 
Streptococcus pyogenes, (308) 30; (308) 70 
Streptolysin 0, (300) 227; (312) 192 
Stress, (309) 111 
Stress protein, (301) 307 
Stress syndrome, (298) 277 
Stressldiviston. (309) 311 
Stretch-activated channel, (297) 24; (307) 219; (310) 219 
Striatum, (313) 138 
Stromelysin, (296) 195; (306) 169 
Structural change, (312) 80 
Structural prediction, (307) 55 
Structural property, (301) 165 
Structural similarity, (303) 48 
Structure competition, (305) 225 
Structure modelhng, (310) 205 
Structure of lipase-THL adduct, (299) 111 
Structure prediction, (297) 241; (304) 15 
Structured water, (297) 1 
Structureefunction relationship, (304) 1 
Subcellular organelle, (314) 331 
Subform, (314) 267 
Subgenomrc library, (298) 245 
Sub-gigaseal, (310) 219 
Submaximal [InsP,], (301) 287 
Submrtochondrial particle, (308) 197 
Subsite affinity, (310) 216 
Substance P, (312) 200 
Substituted isocoumarin. (297) 119 
Substttutional bias, (301) 127 
Substrate specificity, (309) 389 
Subtilin, (3bO) 56 _ 
Subtilisin, (297) 164; (308) 101; (313) 185 
Subtilisin-like proprotein processing enzyme. (300) 82 
Subtype distrrbution, (303) 53 
Subunit 9, (313) 251 
Subunit communication, (299) 197 
Subunit interactions, (310) 187 
B subunit of human chorionic gonadotropin, /?hCG, (310) 148 
subunit RCl. (301) 65 
Subunit structure, (300) 119 
a subunit, (313) 213 
8, subunit, (296) 25 
~4 subunit. (313) 34 
Succinate dehydrogenase, (299) 1 
Succinate oxidation, (314) 264 
Succinylphosphonate, (303) 197 
Sucrase-isomaltase, (313) 265 
Sucrose svnthase. (309) 283 
Sucrose synthase gene,’ (310) 46 
Sugar, (309) 337 
Sugar modificatton. (302) 155 
Sugar transport, (298) 285 
Sulfated glycolipid, (311) 67 
Sulfate-phosphate anion, (309) 376 
Sulfatide, (296) 145; (311) 67; (314) 53 
Sulfhydryl group, (309) 1 
Sultbydryl reagent, (309) 180 
Sulfide oxidation, (299) 127 
Sulfite toxtcity, (303) 213 
Sulfolobus acidocaldarius, (312) 139 
Sulfur trioxide anion radical, (303) 213 
Sulphated glycoprotein, (307) 122 
S-Sulphocysteine, (304) 46 
Sulphydryl reagent, (296) 287 
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Superexchange,‘(296) 141 
Superoxide, (298) 17; (303) 121; (307) 108 
Superoxide anion, (302) 217 
Suneroxide anion radical, (300) 21 
Superoxide dismutase, (3Oi) 185 
Superoxide generation, (312) 71 
Superoxide production, (302) 69 
Superoxide radical, (297) 63; (305) 233 
Supersecondary structure, (296) 11; (302) 8 
Surface antigen, (3 11) 102 
Surface area of microvilli, (300) 263 
Surface expression, (3 14) 224 
Surface potential, (306) 41 
Surfactant, (302) 138 
Surfactant polypeptide, (301) 165 
Sus scrofa domestica, (298) 277 
Sustained DG formation, (297) 271 
SV40 promoter, (309) 97 
Sweet receptor, (310) 27 
Swelling, (313) 314 
Swiss 3T3 cell, (297) 175 
Swiss 3T3 cells, (299) 235 
Sympathetic neuron, (314) 122 
Synapse, (311) 295 
Synapse formation, (314) 409 
Synaptosome, (296) 317; (300) 247; (311) 49; (312) 15; (312) 192 
Synechococcus, (301) 145; (303) 159 
Synechococcus PCC7942, (296) 305 
Synechococcus sp., (296) 29 
Synthesis, (298) 109; (312) 219 
Synthesis of radioactive compounds, (308) 261 
Synthesis of radiolabelled N-acyl-2-amino-2-deoxy-hexose, (301) 137 
Synthetic peptide, (296) 271; (309) 413; (312) 245 
System A, (314) 20 
System A transport, (310) 51 
System ASC, (314) 20 
T cell, (303) 229; (308) 170 
Ts4 cells, (304) 233 
T lymphocyte, (298) 240; (301) 310; (312) 161 
3T3-F442A preadipocyte, (305) 101 
T7 RNA polymerase, (306) 129 
T84 cell, (311) 25 
Tachvkinin. (312) 187 
Tachykinin recebtor, (296) 241 
Talin, (314) 203 
Targeting signal, (303) 113 
Tat, (305) 1 
TATA box, (314) 33 
TATA box binding protein, (301) 294 
TATA-box, (309) 130 
Tau protein, (299) 10; (307) 199; (308) 218 
Tau sequence specificity, (311) 235 
Tautomerism, (297) 4 
tax. (313) 47 
Tbi“ion’phosphorescence, (306) 265 
flC1, (312) 183 
Temperature jump, (300) 275; (304) 184 
Temperature-sensitive mutant, (299) 85 
Temperature-sensitive mutation, (312) 61 
2(3)-tert-Butyl-4-hydroxyanisole (BHA), (303) 73 
Tertiary interactlon, (305) 225 
Testis, (300) 131; (302) 43 
Tetanus toxin, (309) 107; (312) 192; (313) 12 
Tetrabasic processing site, (311) 55 
Tetracycline, (307) 229 
TetracvclinelH’ antiuorter, (307) 229 
12-O-ietradecanoylphorbol‘l3~acetate, (300) 39 
12-0-Tetradecanoyl-phorbol-13-acetate, (306) 161 
Tetraethylammonium, (314) 458 
Tetraheme protein, (308) 264 
Tetrahydro-6-biopterin, (307) 147 
Tetrahydro-7-biopterin, (307) 147 
Tetrahydrobiopterin, (302) 73; (305) 160 
Tetrahydrolipstatin (THL), (299) 111 
5,6,7,8_Tetrahydromethanopterin, (314) 440 
Tetrahymena thermophila, (307) 337 
Tetranectin, (309) 15 
Tetranitromethane, (304) 46 
Tetraplex, (306) 140 
Tetrodotoxin, (309) 253 
TFIID, (301) 294 
Tg gene, (300) 222 
TGF-a, (305) 228 
TGFB, (314) 399 
TGF/%, (308) 267 
TGF-receptor, (300) 237 
Thapsigargin, (299) 33; (304) 109; (310) 123 
Theophylline, (304) 114 
Theoretical prediction, (300) 175 
Thermal stability, (309) 258; (314) 171 
Thermoluminescence. (297) 51 
Thermolysin, (305) 55 ’ 
Thermophilic initiation factor, (297) 226 
Thermoolasma acidoohilum. tilh 137 
Them&regulatory &coup&, (505) 15 
Thermostability, (302) 54; (309) 265 
Thermostable nzyme, (303) 27 
Thermus thermoDhilus. (299) 169; (310) 157; (311) 22 
Thiamin, (311) 60 ’ ’ 
Thiamin diphosphate binding, (296) 95 
Thiamin metabolism, (297) 155 
Thiamine diphosphate, (3 13) 229 
Thiamine pyrophosphate, (299) 163; (314) 101 
Thiamine-repressible acid phosphatase, (305) 244 
Thimerosal, (296) 287 
Thiobacillw ferrooxidans, (296) 169 
Thioester intermediate, (314) 135 
Thiol protease, (3 13) 98 
Thiol reactivity, (299) 51 
Thiolate-ligated heme, (305) 206 
Thionin, (296) 279 
Thioredoxin, (305) 257; (310) 1 
Thioredoxin reductase. (305) 257 
Thio-template, (307) 40 ~ ’ 
Thormophile, (306) 239 
Three dimensional structure, (305) 105 
Three-dimensional collagen gel, (298) 229 
Three-dimensional structure, (299) 255 
Three-level electron transfer, (296) 141 
Thrombin, (301) 155; (307) 190; (309) 10; (314) 143 
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